Additional file 3: Table S2. Comparative differential expression data focused on genes identified on RT² Profiler™ PCR Array analysis and previously published data. 
Table S2.A. Comparative expression data of selected genes deregulated in CRC as compared to NT in RT² Profiler™ PCR Array analysis, related to Apoptosis (n=14).
	Gene Symbol
	PCR Array Data
	Microarray Data [1]
	TCGA Microarray Data [2]
	Bibliographic Data (Expression Analysis)
	Other Bibliographic Data 

	
	Fold Change CRC vs NT
	q-value
	Fold Change CRA vs NT
	Fold Change CRC vs NT
	Fold Change CRC vs NT
	q-value
	Expression Change
	RNA and/or Protein Level
	Ref.
	

	BCL2L1
	2.50
	< 0.001
	1.56
	/
	1.33
	< 0.001
	↑ CRC vs NT
	RNA, Protein
	[3]
	Protein expression associated with 20q gain [4].

	TNFRSF11B
	2.44
	< 0.01
	2.61
	/
	3.73
	< 0.001
	↑ CRC vs NT, ↑ metastasized CRC
	RNA, Protein
	[5]
	/

	TP53
	2.20
	< 0.05
	/
	/
	1.72
	< 0.001
	↑ CRC vs NT
	RNA, Protein
	[6]
	TP53 mutations higher in metastases as compared to primary tumors [7].

	TNFRSF10B
	1.96
	< 0.001
	2.34
	/
	2.17
	< 0.001
	↑ CRC vs NT
	RNA, Protein
	[8-9]
	DR5 expression decreased progressively with CRC stage [10].

	RIPK2
	1.95
	< 0.001
	/
	2.63
	2.61
	< 0.001
	/
	/
	/
	/

	LTBR
	1.81
	< 0.05
	/
	/
	1.20
	< 0.05
	/
	/
	/
	/

	CASP2
	1.71
	< 0.001
	/
	/
	1.29
	< 0.001
	/
	/
	/
	/

	CD27
	-2.30
	< 0.001
	-2.52
	-3.91
	-2.40
	< 0.001
	/
	/
	/
	/

	CASP7
	-2,30
	< 0.001
	/
	-2.66
	-3.15
	< 0.001
	↓ CRC vs NT
	Protein
	[11]
	/

	CASP5
	-2,24
	< 0.001
	/
	/
	-1.53
	< 0.001
	↑ CRC vs NT
	Protein
	[12]
	Mutated in microsatellite instability (MSI)-positive colon carcinoma [13].

	BCL2
	-2,18
	< 0.001
	-2.71
	-5.62
	-4.76
	< 0.001
	↑ CRC vs NT
	RNA, Protein
	[14]
	/

	NAIP
	-2,15
	< 0.001
	/
	-2.54
	-1.17
	< 0.05
	↓ CRC vs NT
	RNA
	[15]
	Transgenic mouse study shows that NAIP protect against colonic tumorigenesis [16].

	CD40LG
	-2,09
	< 0.001
	/
	/
	-1.59
	< 0.001
	/
	/
	/
	/

	FAS
	-1,85
	< 0.001
	/
	/
	-1.82
	< 0.001
	↓ CRC vs NT
	RNA
	[17]
	Promoter hypermethylation in 53% of CRC [17].



Table S2.B. Comparative expression data of selected genes deregulated in CRC as compared to NT in RT² Profiler™ PCR Array analysis, related to Cancer Pathway (n=33).
	Gene Symbol
	PCR Array Data
	Microarray Data [1]
	TCGA Microarray Data [2]
	Bibliographic Data (Expression Analysis)
	Other Bibliographic Data

	
	Fold Change CRC vs NT
	q-value
	Fold Change CRA vs NT
	Fold Change CRC vs NT
	Fold Change CRC vs NT
	q-value
	Expression Change
	RNA and/or Protein Level 
	Ref.
	

	IL8
	15.99
	< 0.001
	/
	/
	31,55
	< 0.001
	↑ CRC, CRA vs NT
	RNA, protein
	[18-19] 
	Increased expression of IL-8 in the tumor microenvironment enhanced colon cancer growth and metastasis (transgenic mouse study) [20].

	MMP1
	11.86
	< 0.001
	9.31
	26.3
	28,11
	< 0.001
	↑ liver metastasis  vs primary CRC.
	RNA
	[21]
	 Increased immuno-reactivity in carcinomatous vs. adenomatous epithelium of polyps [22]; Relation between MMP1 -1607 ins/del G polymorphisms and risk of small adenoma [23]; Polymorphism MMP1 -1607 1G>2G is significantly associated with a significantly increased risk of cancers [24]. 

	MYC
	7.6
	< 0.001
	2.83
	/
	3,78
	< 0.001
	↑ CRC vs NT
	RNA
	[25] 
	Genomic amplification of 8q24 in CRC [26].

	SERPINB5
	4.70
	< 0.01
	/
	/
	9,82
	< 0.001
	↑ CRC, CRA vs NT
	RNA
	[27] 
	Marker for detection of circulating tumor cells in peripheral blood of colorectal cancer patients [28]. 

	NME1
	4.59
	< 0.001
	/
	2.14
	1,84
	< 0.001
	↑ CRC vs NT
	RNA, Protein
	[29-30]
	/

	TIMP1
	3.95
	< 0.001
	2.11
	4.39
	3,66
	< 0.001
	↑ liver metastasis or invasive CRC vs primary CRC.
	RNA, Protein
	[21, 31]
	Increased immuno-reactivity in carcinomatous vs. adenomatous epithelium of polyps [22].

	ITGA2
	3.83
	< 0.001
	/
	/
	2,97
	< 0.001
	↑ CRC with liver metastasis
	Protein
	[32]
	The ITGA2 807C>T polymorphism was associated with reduced colorectal cancer risk [33].  

	MET
	3.80
	< 0.001
	3.1
	/
	3,21
	< 0.001
	↑ CRC vs NT
	RNA
	[34] 
	High c-Met expression levels could predict a poor prognosis in colorectal cancer patients [35] (meta-analysis).

	ETS2
	2.78
	< 0.001
	2.53
	/
	1,34
	< 0.01
	↑ CRC vs NT
	Protein
	[36]
	/

	CDK4
	2.50
	< 0.001
	2.3
	2.44
	2,52
	< 0.001
	↑ CRC vs NT, CRA
	Protein
	[37] 
	/

	SERPINE1
	2.43
	< 0.05
	/
	/
	2,47
	< 0.001
	↑ CRC vs NT
	Protein
	[38-39]
	Overexpression related to tumor invasiveness and aggressiveness [38].

	TP53
	2.35
	< 0.05
	/
	/
	1,72
	< 0.001
	↑ CRC vs NT
	RNA, Protein
	[6]
	TP53 mutations higher in metastases as compared to primary tumors [7].

	CDK2
	2.34
	< 0.001
	/
	/
	2,06
	< 0.001
	↑ CRC vs NT 
	Protein
	[40]
	/

	EPDR1
	2.25
	< 0.01
	/
	/
	2,07
	< 0.001
	/
	/
	/
	Relationship between KRAS mutation (G13D) and expression of EPDR1 (cell lines study) [41].

	PLAU
	2.17
	< 0.01
	/
	/
	3,11
	< 0.001
	↑ in advanced CRC
	Protein
	[42]
	/

	BCL2L1
	2.04
	< 0.001
	1.56
	/
	1,33
	< 0.001
	↑ CRC vs NT
	RNA, Protein
	[3]
	Protein expression associated with 20q gain [4].

	VEGFA
	1.96
	< 0.001
	/
	/
	2,33
	< 0.001
	↑ CRC vs NT
	RNA, Protein
	[43-44] 
	Known as therapeutic target in CRC (Bevacizumab); Differential splicing in CRC [45]. 

	NME4
	1.95
	< 0.01
	2.29
	/
	1,20
	n.s
	↑ CRC vs NT
	RNA, Protein
	[46-47]
	/

	BRCA1
	1.88
	< 0.05
	/
	2.1
	1,96
	< 0.001
	↑ CRC vs NT
	RNA 
	[48] 
	/

	CHEK2
	1.87
	< 0.001
	/
	/
	1,62
	< 0.001
	↓ CRC vs NT
	Protein
	[49] 
	Expression of activated CHEK2 increase with tumor invasivity [49]. 

	TNFRSF10B
	1.78
	< 0.001
	2.34
	/
	2,17
	< 0.001
	↑ CRC vs NT
	RNA, Protein
	[8-9]
	DR5 expression decreased progressively with CRC stage [10].

	CCNE1
	1.74
	< 0.001
	/
	2.2
	2,14
	< 0.001
	↑ CRC vs NT
	Protein
	[50]
	/

	E2F1
	1.74
	< 0.05
	2.4
	4.39
	2,03
	< 0.001
	↑ CRC vs NT
	RNA, Protein
	[51-52]
	E2F1 protein expression was inversely correlated with tumor growth, suggesting a tumor suppressive behavior in CRC [53-54].

	CDC25A
	1.72
	< 0.01
	/
	/
	1,89
	< 0.001
	↑ CRC vs NT
	Protein
	[55]
	/

	IGF1
	-4.31
	< 0.001
	-5.16
	-6.175
	-4,73
	< 0.001
	↑ CRC vs NT
	RNA, Protein
	[56-57]
	 IGF1(CA)19 polymorphism is a candidate gene polymorphism for cancer susceptibility [58]. 

	FGFR2
	-3.30
	< 0.001
	-2.43
	-4.1
	-3,82
	< 0.001
	↑ CRC vs NT
	Protein
	[59] 
	/

	BCL2
	-3.13
	< 0.001
	-2.71
	-5.62
	-4,76
	< 0.001
	↑ CRC vs NT
	RNA and Protein
	[14]
	/

	SNCG
	-3.07
	< 0.001
	/
	/
	-1,35
	< 0.001
	↑ CRC vs NT, CRA
	Protein
	[60] 
	Associated to poor prognosis of CRC [61-62]. 

	CFLAR
	-2.54
	< 0.001
	/
	/
	-1,15
	< 0.01
	↑ CRC and CRA vs NT
	RNA, Protein
	[63-64]
	/

	TEK
	-2.30
	< 0.001
	-3.3
	/
	-2,14
	< 0.001
	/
	/
	/
	/

	ITGA4
	-2.13
	< 0.001
	/
	/
	-1,37
	< 0.001
	/
	/
	/
	Promoter hypermethylation in CRC [65-66]. 

	ITGB3
	-2.11
	< 0.001
	/
	/
	-1,47
	< 0.01
	/
	/
	/
	ITGB3 rs2317676 SNP were associated with an increased risk of CRC [67].

	FAS
	-1.74
	< 0.001
	/
	/
	-1,82
	< 0.001
	↓ CRC vs NT
	RNA
	[17]
	Promoter hypermethylation in 53% of CRC [17].



Table S2.C. Comparative expression data of selected genes deregulated in CRC as compared to NT in RT² Profiler™ PCR Array analysis, related to Lipoprotein signaling and Cholesterol metabolism (n=29).
	Gene Symbol
	PCR Array Data
	Microarray Data [1]
	TCGA Microarray Data [2]
	Bibliographic Data (Expression Analysis)
	Other Bibliographic Data

	
	Fold Change CRC vs NT
	q- value
	Fold Change CRA vs NT
	Fold Change CRC vs NT
	Fold Change CRC vs NT
	q-value
	Expression Change
	RNA and/or Protein Level 
	Ref.
	

	CEL
	15.08
	< 0.001
	/
	/
	2,26
	< 0.001
	/
	/
	/
	/

	PCSK9
	6.28
	< 0.001
	/
	8.68
	5,11
	< 0.001
	/
	/
	/
	/

	INSIG1
	3.69
	< 0.001
	/
	/
	2,49
	< 0.001
	/
	/
	/
	/

	DHCR7
	3.56
	< 0.001
	2.12
	2.8
	2,23
	< 0.001
	/
	/
	/
	No association observed between DHCR7 SNP (genetic markers of circulating 25(OH)D) and colorectal cancer [68].

	CYP39A1
	3.35
	< 0.001
	/
	/
	3,61
	< 0.001
	/
	/
	/
	/

	APOL1
	2.97
	< 0.001
	/
	/
	1,21
	n.s
	/
	/
	/
	/

	CYP51A1
	2.95
	< 0.001
	/
	/
	1,29
	< 0.01
	/
	/
	/
	/

	CXCL16
	2.80
	< 0.001
	2.54
	2.3
	1,25
	n.s
	↑ CRC vs NT
	Protein
	[69]
	/

	HMGCS1
	2.79
	< 0.001
	/
	/
	1,29
	n.s
	/
	/
	/
	/

	LDLR
	2.68
	< 0.001
	/
	/
	1,34
	n.s
	↑ CRC vs NT
	RNA, Protein
	[70-72] 
	/

	NSDHL
	2.61
	< 0.001
	/
	/
	1,63
	< 0.001
	/
	/
	/
	/

	DHCR24
	2.44
	< 0.01
	/
	/
	-1,08
	n.s
	/
	/
	/
	/

	FDPS
	2.40
	< 0.001
	/
	/
	1,20
	< 0.05
	/
	/
	/
	/

	IDI1
	2.37
	< 0.001
	/
	/
	1,01
	n.s
	/
	/
	/
	/

	CNBP
	2.09
	< 0.001
	/
	/
	-1,22
	< 0.001
	/
	/
	/
	/

	FDFT1
	2.01
	< 0.01
	/
	/
	1,39
	< 0.01
	/
	/
	/
	/

	TM7SF2
	1.96
	< 0.001
	/
	/
	1,27
	< 0.001
	/
	/
	/
	/

	SREBF1
	1.93
	< 0.001
	/
	/
	1,05
	n.s
	/
	/
	/
	/

	SORL1
	1.90
	< 0.01
	/
	/
	-1,57
	< 0.001
	/
	/
	/
	/

	INSIG2
	1.74
	< 0.001
	/
	/
	1,19
	< 0.05
	↑ CRC vs NT
	RNA
	[73]
	Expression correlates with CRC metastasis [74].

	MVK
	1.72
	< 0.001
	/
	/
	1,03
	n.s
	/
	/
	/
	/

	STAB1
	-3.52
	< 0.001
	-3.57
	-4.33
	-2,18
	< 0.001
	↓ CRC vs NT
	RNA
	[75] 
	/

	COLEC12
	-3.32
	< 0.001
	-7.34
	/
	-3,64
	< 0.001
	/
	/
	/
	/

	NR1H4
	-2.66
	< 0.001
	/
	/
	-7,86
	< 0.001
	↓ CRC vs NT
	 RNA, Protein
	[76-77] 
	Promoter methylation in 12% of colon cancer [76].  

	OSBPL1A
	-2.16
	< 0.001
	-2.6
	-3.44
	-2,14
	< 0.001
	↓ CRC vs NT (short variant)
	RNA
	[78]
	/

	CELA3A
	-2.04
	< 0.001
	/
	/
	-2,45
	< 0.001
	/
	/
	/
	/

	PRKAA2
	-1.96
	< 0.001
	/
	/
	-1,10
	< 0.05
	/
	/
	/
	/

	CYP11A1
	-1.85
	< 0.001
	/
	/
	-1,12
	< 0.001
	/
	/
	/
	/

	STAB2
	-1.68
	< 0.001
	/
	/
	-3,93
	< 0.001
	/
	/
	/
	12q13-24 chromosomal deletion in CRC [79].



Table S2.D. Comparative expression data of selected genes deregulated in CRC as compared to NT in RT² Profiler™ PCR Array analysis, related to Drug metabolism (n=23).
	Gene Symbol
	PCR Array Data
	Microarray Data [1]
	TCGA Microarray Data [2]
	Bibliographic Data (Expression Analysis)
	Other Bibliographic Data

	
	Fold Change CRC vs NT
	q-value
	Fold Change CRA vs NT
	Fold Change CRC vs NT
	Fold Change CRC vs NT
	q-value
	Expression Change
	RNA and/or Protein Level 
	Ref.
	

	GPX2
	5.04
	< 0.001
	2.25
	/
	1,95
	< 0.001
	↑ CRC vs NT
	Protein ; RNA
	[80-81] 
	/

	GSTP1
	3.54
	< 0.001
	2.63
	/
	1,51
	< 0.001
	↑ CRC vs NT
	Protein ; RNA
	[82-83] 
	Knockdown of GSTP-1 promoted the sensitivity of SNU-407 cells to the anticancer agent 5-fluorouracil [82]. 

	COMT
	3.30
	< 0.001
	1.72
	/
	1,91
	< 0.001
	↓ CRC vs NT
	Protein
	[84] 
	COMT has tumor-suppressive functions for CRC cell lines in vitro and in in vivo experiments [85]. 

	GPI
	2.78
	< 0.001
	/
	/
	1,16
	< 0.05
	↑ CRC vs NT
	RNA
	[86] 
	Overexpression of PGI (DLD-1 cells) significantly contributes to the aggressive phenotype of human colon cancer [87]. 

	ABCC1
	2.77
	< 0.001
	2.43
	2.48
	2,28
	< 0.001
	↑ CRC vs NT
	RNA 
	[88] 
	/

	PKM2
	2.77
	< 0.001
	2.28
	2.17
	1,38
	< 0.001
	↑ CRC vs NT
	RNA
	[86, 89] 
	Critical for CRC cell migration and adhesion by regulation of STAT3 signaling [90]; Role in EMT transition [91]. 

	NOS3
	2.75
	< 0.001
	/
	/
	1,09
	n.s
	↑ CRC vs NT
	RNA, Protein
	[92] 
	/

	
	
	
	
	
	
	
	↓ CRC vs NT
	Protein
	[93]
	

	CYP2B6
	2.61
	< 0.05
	/
	/
	1,08
	n.s
	/
	/
	/
	/

	GPX1
	2.58
	< 0.001
	/
	/
	1,37
	< 0.001
	↑ CRC vs NT
	RNA, Protein
	[94] 
	/

	
	
	
	
	
	
	
	↓ CRC vs NT
	RNA, Protein
	[80, 95] 
	

	SRD5A1
	2.37
	< 0.001
	/
	/
	1,03
	n.s
	/
	/
	/
	/

	GPX4
	2.00
	< 0.001
	/
	/
	1,23
	< 0.05
	↑ CRC vs NT
	Protein
	[94]
	 GPx4 T/C 718 SNP is functional and T genotype is associated with lower risk of CRC [96].  

	AHR
	1.98
	< 0.001
	/
	/
	1,85
	< 0.001
	↑ CRC vs NT
	Protein
	[97]
	/

	NQO1
	1.96
	< 0.05
	2.54
	
	1,64
	< 0.05
	↑ CRC vs NT
	Protein
	[98]
	/

	GSR
	1.82
	< 0.05
	/
	/
	-1,20
	< 0.001
	/
	/
	/
	/

	ADH1B
	-14.66
	< 0.001
	/
	/
	-5,90
	< 0.001
	↓ CRC vs NT
	Protein
	[99] 
	/

	ADH1C
	-6.05
	< 0.001
	-9.37
	-34.56
	-2,69
	< 0.001
	
	
	
	/

	GSTM5
	-3.92
	< 0.001
	-4.13
	-3.29
	-3,84
	< 0.001
	/
	/
	/
	Curcumin may suppress GSTM5 expression to enhance the lethal effect of irinotecan on LOVO cells [100]. 

	HSD17B2
	-3.39
	< 0.001
	-6.33
	-13.56
	-7,63
	< 0.001
	↓ CRC vs NT
	RNA
	[101] 
	/

	GSTM2
	-3.10
	< 0.001
	-2.21
	/
	-1,92
	< 0.001
	/
	/
	/
	Butyrate is an efficient inducer of GSTs and especially of GSTM2 and may act chemo-protectively by increasing detoxification capabilities in the colon mucosa [102]. 

	GPX3
	-2.88
	< 0.001
	-5.75
	-4.13
	-3,40
	< 0.001
	↓ CRC vs NT
	Protein
	[80] 
	Has a tumor suppressor function (model of Gpx3-deficient mice) [103]. 

	GSTM3
	-2.49
	< 0.001
	/
	/
	-1,65
	< 0.001
	/
	/
	/
	Increased protein expression in CRC with lymph node metastasis as compared to CRC without metastasis [104]; GSTM3 AA (compared with other GSTM3 genotypes combined) had longer disease-free survival [105]. 

	CYP2C19
	-1.94
	< 0.001
	/
	/
	-1,48
	< 0.01
	/
	/
	/
	No relationship between CYP2C19 polymorphism and susceptibility to CRC [106]. 

	ALOX15
	-1.75
	< 0.01
	/
	/
	1,17
	n.s
	↓ CRC vs NT
	Protein
	[107] 
	Acts as a tumor suppressor gene [108]. 






[bookmark: _GoBack]Table S2.E. Comparative expression data of selected genes deregulated in CRC as compared to NT in RT² Profiler™ PCR Array analysis, related to Wnt signaling pathway (n=18).
	Gene Symbol
	PCR Array Data
	Microarray Data [1]
	TCGA Microarray Data [2]
	Bibliographic Data (Expression Analysis)
	Other Bibliographic Data

	
	Fold Change CRC vs NT
	q-value
	Fold Change CRA vs NT
	Fold Change CRC vs NT
	Fold Change CRC vs NT
	q-value
	Expression Change
	RNA and/or Protein Level
	Ref.
	

	MYC
	8.86
	< 0.001
	2.83
	/
	3,78
	< 0.001
	↑ CRC vs NT
	RNA
	[25]
	Genomic amplification of 8q24 in CRC [26].

	NKD1
	6.73
	< 0.01
	4.0
	/
	14,23
	< 0.001
	↑ CRC vs NT
	RNA
	[109-110]
	NKD1 mutations promote Wnt-dependent tumorigenesis in a subset of DNA mismatch-repair-deficient colorectal adenocarcinomas [111].

	WNT2
	5.96
	< 0.01
	/
	/
	13,15
	< 0.001
	↑ CRC vs NT
	RNA, Protein
	[112-113]
	siRNA silencing of WNT2 induces apoptosis of human colorectal cancer cells [114] ; Hypermethylated in CRC [115].

	FOSL1
	4.11
	< 0.01
	/
	/
	1,80
	< 0.001
	↑ CRC vs NT
	Protein
	[116-117]
	/

	CCND1
	3.97
	< 0.001
	2.2
	2.61
	2,42
	< 0.001
	↑ CRC vs NT
	Protein
	[118]
	/

	WISP1
	2.68
	< 0.05
	/
	/
	4,39
	< 0.001
	↑ CRC vs NT
	RNA, protein
	[119]
	Genomic DNA was amplified in colon cancer cell lines and in human colon tumors [120].

	LEF1
	2.68
	< 0.01
	2.37
	/
	2,77
	< 0.001
	↑ CRC vs NT
	RNA, Protein
	[121-122]
	Knockdown of LEF1 expression inhibited colon cancer growth in vitro and in vivo [121].

	TCF7
	2.60
	< 0.001
	3.56
	/
	2,21
	< 0.001
	↑ CRC vs NT
	Protein
	[123]
	/

	CTNNB1
	2.07
	< 0.001
	/
	/
	1,34
	< 0.05
	↑ CRC, CRA vs NT
	Protein
	[124]
	Activating mutations of CTNNB1 in 80% of cases in TCGA cohort [2].

	WNT3
	2.00
	< 0.05
	/
	/
	2,61
	< 0.001
	CRC ≈ NT
	RNA
	[125]
	/

	FZD6
	1.84
	< 0.001
	/
	/
	2,08
	< 0.001
	↑ CRC vs NT
	RNA, Protein
	[126]
	/

	SFRP1
	-12.43
	< 0.001
	-43.335
	-35.525
	-10,37
	< 0.001
	↓ CRC, CRA vs NT
	RNA
	[127-128] 
	Promoter hypermethylation in colorectal tumors [127].  

	WNT2B
	-2.19
	< 0.001
	-4.96
	-2.42
	-3,07
	< 0.001
	/
	/
	/
	/

	TCF7L1
	-1.95
	< 0.001
	-1.58
	/
	-1,47
	< 0.01
	↑ stage II and III CRC
	RNA and Protein
	[129] 
	Hypermethylated in CRC [115].  

	WNT5B
	-1.83
	< 0.001
	/
	-3.91
	-1,88
	< 0.001
	/
	/
	/
	Minor allele of WNT5B rs2010851 T>G was significantly associated with a shorter Time Tumor Recurrence in high-risk stage II CC patients [130].  

	RHOU
	-1.78
	< 0.001
	-2.23
	/
	-2,47
	< 0.001
	/
	/
	/
	/

	FRZB
	-1.73
	< 0.01
	-2.97
	-4.24
	-1,72
	< 0.001
	/
	/
	/
	Up-regulated in colon cancer hepatic metastasis (poor prognosis predictor) [131]. 

	WNT9A
	-1.68
	< 0.001
	/
	/
	-1,20
	< 0.01
	/
	/
	/
	Up-regulated in different cancer cell lines (gastric, pancreatic, breast) [132].
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