GhSAUR3

Gh1-GhSAUR3
Ga-GaSAURS54
Gb1-GbSAUR1S5S
Gb2-GOBAR_DD27584

Gh1-GhSAUR3
Ga-GaSAURS54
Gb1l-GbSAUR155
Gb2-GOBAR_DD27584

Gh1-GhSAUR3
Ga-GaSAUR54
Gb1-GbSAUR1S55
Gb2-GOBAR_DD27584

Gh1-GhSAUR3
Ga-GaSAURS54
Gb1-GbSAUR1S5S
Gb2-GOBAR_DD27584

GhSAUR36

Gh1-GhSAUR36
Ga-GaSAUR1S
Gb1-GbSAURL0
Gb2-GOBAR_AA02272

Gh1-GhSAUR36
Ga-GaSAUR1S
Gb1-GbSAURLO
Gb2-GOBAR_AR02272

Gh1-GhSAUR36
Ga-GaSAUR1S
Gb1-GbSAUR1O0
Gb2-GOBAR_AA02272

Gh1-GhSAUR36
Ga-GaSAUR1S
Gb1-GbSAURL0
Gb2-GOBAR_AA02272

GhSAUR53

Gh1-GhSAUR53 A
Gb1-GbSAUR102

Gh1-GhSAUR53 T}

Gb1-GbSAUR102 A

Gh1-GhSAUR53 Ci
Gb1-GbSAUR102 T}
Gh1-GhSAUR53 T|

Gb1-GbSAUR102 C;

Gh1-GhSAUR53

Gb1l-GbSAUR102

Gh1-GhSAUR53

Gb1-GbSAUR102

94
94
100
100

194
194
200
200

294
294
300
300

320
320
326
326

100
100
100
100

200
200
200
200

300
300
300
300

353
353
353
353

100
100

200
200

300
300

400
400

500
500

524
524



GhSAURT76

Gh1-GhSAUR76
Gb1-GbSAUR175
Gb2-GOBAR_AA08791

Gh1-GhSAUR76
Gb1-GbSAUR175
Gb2-GOBAR_AA08791

Gh1-GhSAUR76
Gb1-GbSAUR17S5
Gb2-GOBAR_AA08791

Gh1-GhSAUR76
Gb1-GbSAUR175
Gb2-GOBAR_AA08791

Gh1-GhSAUR76
Gb1-GbSAUR17S5
Gb2-GOBAR_AA08791

GhSAURT77

ATT

Gh1-GhSAUR77
Ga-GaSAUR81
Gb1-GbSAURS7

Gh1-GhSAUR77 G,
Ga-GaSAUR81 G,
Gb1-GbSAURS7 C.

Gh1-GhSAUR77
Ga-GaSAUR81
Gb1-GbSAURS7

Gh1-GhSAUR77
Ga-GaSAUR81 P
Gb1-GbSAURS7 P

GhSAUR128

Gh1-GhSAUR128
Gr-GrSAUR93
Gb1l-GbSAUR8S

Gh1-GhSAUR128
Gr-GrSAUR93
Gb1-GbSAUR8S

Gh1-GhSAUR128
Gr-GrSAUR93
Gb1-GbSAUR8SS

Gh1-GhSAUR128
Gr-GrSAUR93
Gb1l-GbSAUR8S

Gh1-GhSAUR128
Gr-GrSAUR93
Gb1-GbSAUR8SS

EReNel

Q

AT

97
100
97

197
200
197

297
300
297

397

397

494
497
494

100

100

200
200
200

300
300
300

371

368

100
100
100

200
200
200

300
300
300

400
400
400

491
491
491



GhSAUR129

Gh1-GhSAUR129
Gb1-GbSAUR86
Gb2-GOBAR_DD18451

Gh1-GhSAUR129
Gb1-GbSAUR86
Gb2-GOBAR_DD18451

Gh1-GhSAUR129
Gb1-GbSAUR86
Gb2-GOBAR_DD18451

Gh1-GhSAUR129
Gb1-GbSAUR86
Gb2-GOBAR_DD18451

GhSAUR130

Gh1-GhSAUR130
Gr-GrSAUR9S
Gb2-GOBAR_DD29176

Gh1-GhSAUR130
Gr-GrSAURY5
Gb2-GOBAR_DD29176

Gh1-GhSAUR130
Gr-GrSAUR9S
Gb2-GOBAR_DD29176

Gh1-GhSAUR130
Gr-GrSAURY5
Gb2-GOBAR_DD29176

Gh1-GhSAUR130
Gr-GrSAUR9S
Gb2-GOBAR_DD29176

GhSAUR131

Gh1-GhSAUR131

T
Ci
T)

Gr-GrSAUR96 ATGATAAGGTCGAAGAAACTGGAGGTGGCCCTCGCAAGGAAGTGGARAAC

Gb1l-GbSAUR92

Gh1-GhSAUR131
Gr-GrSAUR96
Gb1-GbSAUR92

Gh1-GhSAUR131
Gr-GrSAUR96
Gb1-GbSAUR92

Gh1-GhSAUR131
Gr-GrSAUR96
Gb1-GbSAUR92

GhSAUR132

Gh1-GhSAUR132
Gr-GrSAUR97
Gbl-GbSAUR94

Gb1-GbSAUR94

Gh1-GhSAUR132
Gr-GrSAUR97

Gh1-GhSAUR132 G
Gr-GrSAUR97 ¢}
Gb1-GbSAUR94 A

Gh1-GhSAUR132
Gr-GrSAUR97
Gb1-GbSAUR94

100
100
100

200
200
200

300
300
300

371
371
371

100
100
100

200

200

300
300
300

400
400
400

422
422
422

49
100
49

149
200
149

249
300
249

251
302
251

100
100
100

200
200
200

300
300
300

317

317



GhSAUR133

Gh1-GhSAUR133
Gr-GrSAURY9
Gb2-GOBAR_AA12305

Gh1-GhSAUR133
Gr-GrSAUR99
Gb2-GOBAR_AA12305

Gh1-GhSAUR133
Gr-GrSAURY9
Gb2-GOBAR_AA12305

Gh1-GhSAUR133
Gr-GrSAUR99
Gb2-GOBAR_AA12305

Gh1-GhSAUR133
Gr-GrSAURY9
Gb2-GOBAR_AA12305

GhSAUR148

Gh1-GhSAUR148
Gr-GrSAUR33
Gb2-GOBAR_DD01513

Gh1-GhSAUR148
Gr-GrSAUR33
Gb2-GOBAR_DD01513

Gh1-GhSAUR148
Gr-GrSAUR33
Gb2-GOBAR_DD01513

Gh1-GhSAUR148
Gr-GrSAUR33
Gb2-GOBAR_DD01513

Gh1-GhSAUR148
Gr-GrSAUR33
Gb2-GOBAR_DD01513

GhSAUR149

Gh1-GhSAUR149
Gr-GrSAUR34
Gb2-GOBAR_DD26658

Gh1-GhSAUR149
Gr-GrSAUR34
Gb2-GOBAR_DD26658

Gh1-GhSAUR149
Gr-GrSAUR34
Gb2-GOBAR_DD26658

Gh1-GhSAUR149
Gr-GrSAUR34
Gb2-GOBAR_DD26658

Gh1-GhSAUR149
Gr-GrSAUR34
Gb2-GOBAR_DD26658

Q

A T| T)
C T T
C, C o

TTCTTTETGTTCTTTCT] GCTAATGTGAACGTAT

TAAAAAAGATGATGCGATAATGGTTACAGATGTTGCTTCC

AATTGTAGTGACTTTGGGTTATTTTCTTA

100
100
100

200
200
200

300

300

300

400

400

464

464
464

100

100

100

200

200

293

293

300

364

400

404

396
440

94

100

194

200

294
297
300

354
357
399

354
357
428



GhSAUR150

Gh1-GhSAUR150
Gr-GrSAUR35
Gb2-GOBAR_DD15989

Gh1-GhSAUR150
Gr-GrSAUR35
Gb2-GOBAR_DD15989

Gh1-GhSAUR150
Gr-GrSAUR3S
Gb2-GOBAR_DD15989

Gh1-GhSAUR150
Gr-GrSAUR35
Gb2-GOBAR_DD15989

Gh1-GhSAUR150
Gr-GrSAUR3S
Gb2-GOBAR_DD15989

GhSAUR151

Gh1-GhSAUR151
Gr-GrSAUR36
Gb1-GbSAUR104
Gb2-GOBAR_DD15990

Gh1-GhSAUR151
Gr-GrSAUR36
Gb1-GbSAUR104
Gb2-GOBAR_DD15990

Gh1-GhSAURL51
Gr-GrSAUR36
Gb1-GbSAUR104
Gb2-GOBAR_DD15990

Gh1-GhSAUR151
Gr-GrSAUR36
Gb1-GbSAUR104
Gb2-GOBAR_DD15990

Gh1-GhSAUR151
Gr-GrSAUR36
Gb1-GbSAUR104
Gb2-GOBAR_DD15990

Gh1-GhSAUR151
Gr-GrSAUR36
Gb1-GbSAUR104
Gb2-GOBAR_DD15990

GhSAUR152

Gh1-GhSAUR152
Gr-GrSAUR37
Gb1l-GbSAUR105

Gh1-GhSAUR152
Gr-GrSAUR37
Gb1l-GbSAUR105

Gh1-GhSAUR152
Gr-GrSAUR37
Gb1-GbSAUR105

Gh1-GhSAUR152
Gr-GrSAUR37
Gb1-GbSAUR105

Gh1-GhSAUR152
Gr-GrSAUR37
Gb1l-GbSAUR105

ATGAGAAAGATAAGAGGTTTCAAGATCAAAA,
ATGAGAAAGATAAGAGGTTTCAAGATAAAAA,

GTATCACCATT
GTATCACCATT
.ITCAAGAGGG

T T CARAGAGGGTCTAG . « v ettt et e e e eeetseaesaneeansssnssenesensennsssnssenessonssnnesnnsns
TTGGAATCGGTGGAAGGAAAATGGTATGGAAGCACCACCACCATTGAAAAAGGCTGAGCCTTGGCTGGTGCTAGTGTTATTATG

C o Ci
T T T}
C A o Ci

Al
G

CTGCCTGTTCTITATA
CTGCCTGTTCTITAGA
TA CT. CGTG

IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIEIIIIIIIIIIIIIIIIIIIIIIIIIIIII
C,
C.

C,
T,

> > 6

100
100
68

183
183
168

283
283
268

383

367

384
399
452

100
100
100
100

200
200
200
200

300
300
300
300

400
400
400
400

500
500
500
500

512
512
512
512

100
100
100

200
200
200

300
300
300

400

400

491

491
491



GhSAUR171

Gh1-GhSAUR171
Gr-GrSAUR86
Gb2-GOBAR_DD02815

Gh1-GhSAUR171
Gr-GrSAUR86
Gb2-GOBAR_DD02815

Gh1-GhSAUR171
Gr-GrSAUR86
Gb2-GOBAR_DD02815

Gh1-GhSAUR171
Gr-GrSAUR86
Gb2-GOBAR_DD02815

Gh1-GhSAUR171
Gr-GrSAUR86
Gb2-GOBAR_DD02815

GhSAUR172

Gh1-GhSAUR172
Ga-GaSAUR50
Gb1l-GbSAUR54

Gh1-GhSAUR172
Ga-GaSAUR50
Gb1l-GbSAURS54

Gh1-GhSAUR172
Ga-GaSAUR50
Gb1-GbSAURS4

Gh1-GhSAUR172 G. G C!
Ga-GaSAURS50 GA. G C!
Gb1-GbSAURS54 .. TAAT G

Gh1-GhSAUR172
Ga-GaSAURS50
Gb1l-GbSAUR54

GhSAUR173

Gh1-GhSAUR173
Gr-GrSAURSS
Gb1l-GbSAUR123
Gb2-GOBAR_DD04584

Gh1-GhSAUR173
Gr-GrSAURS8
Gb1l-GbSAUR123
Gb2-GOBAR_DD04584

Gh1-GhSAUR173
Gr-GrSAURSS
Gb1-GbSAUR123
Gb2-GOBAR_DD04584

Gh1-GhSAUR173
Gr-GrSAUR8S
Gb1-GbSAUR123
Gb2-GOBAR_DD04584

Gh1-GhSAUR173
Gr-GrSAURS8
Gb1l-GbSAUR123
Gb2-GOBAR_DD04584

C|

G

C|
IEIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII

H QO H

GCTTTAATTTGTTA

QQ

TCATC!

ACCA.

TCATCATCATCA

CCATAT,

II:

TTTGG!

TCA

TCA
C GT
T GT
C ..

CATCATCATCACCATC!

criicn CCAGZlI

TGGTGGATARATGGG

GGCTGTTTTAGGGTT,
GGGTGTTTTAGGGTT)
ATAGAAAAG,

TGACAAAGGTTGATCATAATTGTAGT

100
100
100

200
200
200

300
300
300

400

400

494
494
494

100

100

200
197
200

300
297
298

363
369
396

363

410

100
100
100
100

300
300
300
300

400
400
400
400

464

464
464



GhSAUR174

Gh1-GhSAUR174
Gr-GrSAURYS1
Gb1-GbSAUR137
Gb2-GOBAR_DD20646

Gh1-GhSAUR174
Gr-GrSAUR91
Gb1l-GbSAUR137
Gb2-GOBAR_DD20646

Gh1-GhSAUR174
Gr-GrSAUR91
Gb1-GbSAUR137
Gb2-GOBAR_DD20646

Gh1-GhSAUR174
Gr-GrSAURS91
Gb1-GbSAUR137
Gb2-GOBAR_DD20646

Gh1-GhSAUR174
Gr-GrSAUR91
Gb1-GbSAUR137
Gb2-GOBAR_DD20646

100
100
100
100

200
200
200
200

300
300
300
300

400
400
400
400



