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	Larger NUMTsa
	Length (bp) in Mitogenome
	Length (bp) in Chromosome
	Distribution in Chromosome
	p-distance±SE
	Divergence time (MYA)

	AD1-Numt1
	6,965
	6,904
	A01
	0.0262±0.0018
	3.91±0.27 

	AD1-Numt2b
	10,548
	10,548
	A03
	0.0031±0.0005
	0.46±0.07 

	AD1-Numt3 b
	4,130
	4,130
	A03
	0.0022±0.0008
	0.33±0.12 

	AD1-Numt4b
	3,323
	3,320
	A03
	0.0069±0.0014
	1.03±0.21 

	AD1-Numt5 b
	2,428
	2,419
	A03
	0.0025±0.0010
	0.37±0.15 

	AD1-Numt6 b
	2,081
	2,081
	A03
	0.0062±0.0017
	0.93±0.25 

	AD1-Numt7
	6,883
	6,872
	A06
	0.0162±0.0012
	2.42±0.18 

	AD1-Numt8
	14,706
	14,648
	A08
	0.0564±0.0018
	8.42±0.27 

	AD1-Numt9
	4,960
	4,944
	A08
	0.0625±0.0040
	9.33±0.60 

	AD1-Numt10
	4,691
	4,682
	A08
	0.0588±0.0037
	8.78±0.55 

	AD1-Numt11
	5,112
	5,093
	D06
	0.0061±0.0010
	0.91±0.15 

	AD1-Numt12
	5,977
	5,972
	D06
	0.0077±0.0013
	1.15±0.19 

	AD1-Numt13
	4,719
	4,684
	D10
	0.0521±0.0031
	7.78±0.46 

	AD1-Numt14
	5,770
	5,731
	D10
	0.0651±0.0032
	9.72±0.48 

	AD1-Numt15
	5,624
	5,565
	D10
	0.0766±0.0032
	11.43±0.48 


Note: a fifteen numts represent the largest mitochondrial fragments transferred into the nuclear chromosomes in G. hirsutum.
b represents five fragments from nearly full length mitochondrial fragments transferred into the nuclear A03 chromosomes in G. hirsutum (Figure 7C).
