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[bookmark: _GoBack]Additional file 6: Figure S1 Correlation analysis of the RNA-seq data and qRT-PCR result. Correlation analysis showed correlation between RNA-seq data and qRT-PCR was good (Pearson R > 0.9). The left y-axis indicates the corresponding expression data of RNA-seq (black lines).The right y-axis shows the relative gene expression levels detected by qRT-PCR (red lines). The x-axis shows the length of time (h) the eggplant peel was exposed to light.
image1.tiff
FPKM

FPKM

FPKM

FPKM

[ RAc ™2 OG0T
¢ JB=aRT-PCR
L3
64
o >
5] L1
0 T T T 0
oh  05h  4h 8h
18 Sme2.5_10149.1_g00003.1
r=0.967 10
154
L
124
L6
04
o L4
3 -2
oh  05h  4h 8h
Sme2.5 00145.1 00010.1
401 1=0.994 8
324 P
24
L4
16
8 —a [?
o v ——L0
oh  05h  4h 8h
10 Sme2.5 030091 200002.1
=0.996
8 L3
6
>
4
L1
2

0h 0.5h 4h 8h
1200
Sme2.5_00499.1_g00004.1}25
r=(:989
9004 L20
Lis
6004
_ L10
3004
L5
0 T T T T 0
0h 0.5h 4h 8h

aAnenuenb oAne[oy aAneuenb oAne[Oy aAnepuenb sAne[OY aAnenuenb Aoy

aAneuenb sane[oy

FPKM

FPKM

FPKM

FPKM

FPKM

Sme2.5_06398.1_g00001.1

204 =0.941 |6
s &
164 &
=
12 T—— ['5
P
3 2
5 L) 2
g
4 L 2
(¢
o v r T 0
0Oh 0.5h 4h 8h
18 Sme2.5_004997.1_g00006.1
=0913{ ¢
154 z
=y
124 Lo 2
a
of o
L4 §
64 2
1> §
3 \. <
(¢}
0 T T T 0
2 0Oh 0.5h 4h 8h
Sme2.5_09148.1_g00001.1
=0.981
164 L6 ?
=y
124 <
L4 ©
e}
8 g
2
n o
~— =
— <
o
O T T T 0
0Oh 0.5h 4h 8h
40 Sme2.5_03694.1_g00004.1
=097
324 3 o
g
244 1, &
E
164 g
L1 =
3 8
g
(¢
O T T r 0
0Oh 0.5h 4h 8h
7
Sme2.5_03164.1_g00002.1 18
=1.000
604 L15 E
f-)
L2 =
45 12§D
Lo o
304 E
Lo 2
154 . B
L3 2
(¢}
o Lo
0Oh 0.5h 4h 8h





 


Additional file


 


6


:


 


Figure S


1


 


C


orrelation analysis of 


the 


RNA


-


seq data and 


qRT


-


PCR


 


result


. 


Correlation analysis showed correlation between RNA


-


seq data and 


qRT


-


PCR was good (Pearson R 


> 0.9)


.


 


The 


left


 


y


-


axis indicates the corresponding 


expression data of RNA


-


seq (


black


 


lines).The 


right


 


y


-


axis shows the relative gene 




  Additional file   6 :   Figure S 1   C orrelation analysis of  the  RNA - seq data and  qRT - PCR   result .  Correlation analysis showed correlation between RNA - seq data and  qRT - PCR was good (Pearson R  > 0.9) .   The  left   y - axis indicates the corresponding  expression data of RNA - seq ( black   lines).The  right   y - axis shows the relative gene 

