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mp upFigure S5: Genome-wide principal co onent analysis (PCA) of the gene expression on d licate samples showed that the 
different samples can be distinguished into distinctive groups corresponding with the different samples and the duplicates 
correlates with each other. The PCA was generated using FactoMineR package from Rcomander v.2.1-7 program in R statistical 
language and envi-ronment 3.1.2.


