—UUAM 104.12 pyroA4

—UUAM 104.16 hxkAl

—UUAM 104.11 - hxkA1l, pantoAl

—UUAM 104.19 - hxkA1, yA2, pyroA4

—UUAM 104.68 - hxkA1l, glkA4, pantoAl
—UUAM 104.70 - hxkA1l, glkA4, pyroA4, pantoAl
—UUAM 104.53 - hxkAl, glkA4, yA2

—UUAM 104.57 - hxkAl, glkAd yA2, pyroAd

@ —UUAM 104.57 - hxkA1, glkA4, yA2, pyroA4d, pantoAl
UUAM 102.71 (hxkA1, glkA4, yA2, | [TUUAM 104.93 creAA4
— pyroA4) x UUAM 104.46 creAA4, pantoAl
V148 (creAA4, pantoAl) —UUAM 104.47 creAA4, pyroAd

—UUAM 104.75 - creAA4, yA2
—UUAM 104.81 - creAA4, yA2, pyroA4

—UUAM 102.28- pabaAl —UUAM 104.66 - creAA4, hxkAl, pyroAd
@ ~UUAM 102.25 - pabaAl, pyroA4 —UUAM 104.91 - creAA4, hxkAL, pyroAd
[OAIOLaE GR ppreAdyx | e T P en UUAM 104.40 - creAAd, hxkA1, yA2, pyroAd
NW193 (hxkA1l, glkA4, pabaAl) ’ / ¢ —UUAM 104.45 - creAA4, hxkAl, yA2, pyroA4, pantoAl

—UUAM 102.09 - yA2, pabaAl, pyroA4 L UUAM 104.100 -creAA4, hxkA1, glkA4, yA2
UUAM 102.72 - yA2, pyroA4 L UUAM 104.87 - creAA4, hxkAl, glkA4, yA2, pyroA4
—UUAM 102.37 - hxkA1, glkA4, yA2, pabaA1l, pyroA4 —UUAM 104.90 - creAA4, hxkA1, glkA4, yA2, pyroA4, pantoAl

—UUAM 101.08 - yA2

@ —UUAM 101.01 - pantoAl
NW299 (glkA4, yA2, —UUAM 101.59 - pyroA4, pantoAll
pyroAd) x V148 (creAA4, UUAM 101.24 - yA2, pyroA4— —UUAM 103.05 - hxkAl, pabaAl
pantoAl) —UUAM 101.09 - yA2, pyroA4, pantoAl @ —UUAM 103.02 - hxkA1, glkA4
—UUAM 101.41 - creAAd, yA2, pantoAl | UUAM 101.35 (creAA4, yA2, | FUUAM 103.63 - hxkAl, glkA4, pabaAl

LUUAM 101.35 - creAdd, yA2, pantoal — PantoAl) x NW193 (hxkAl, LLUUAM 103.11 - hxkAL, glkAd, yA2
glkA4, pabaAl) _UUAM 103.33 - creAA4, pabaAl
—UUAM 103.40 - creAA4, pabaAl, pyroAd
UUAM 103.50 - creAA4, hxkA1l, glkA4, yA2, pabaAl

Figure S1. Schema of sexual crossing in A. nidulans. The strains were crossed according to schema. Strains resulting from cross 1-4 were named UU-AM101 — UU-AM104 respectively. We isolated progeny as separate colonies of the parental
strains or recombinant genotypes. The strains used in this study are in bold, light grey color (yA2) and dark color (absence of yA2)



