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Figure S3. Expression patterns and valida ion of 
RNA-sequencing analysis by qPCR. 
Two genes involved in the PCP: xyrA (A), ladA 
(B) and one gene involved in plant biomass 
degradation by A. nidulans: abfB (C). Means and 
SD (error bars) were calculated from two biological 
replicates with three technical replicates. Student 
t-test were performed between the reference and 
hxkA1 glkA4 and between creAΔ4 and creAΔ4 
hxkA1 glkA4  p<0.0005 (***).
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