
g1
59
42

g1
59
43

g1
59
44

g1
59
45

g1
59
46

g1
59
47

g1
59
48

g1
59
49

g1
59
50

g1
59
51

g1
59
52

g1
59
53

g1
59
54

g1
59
55

16
43
50

16
63
05

17
00
98

17
19
53

17
27
72

17
36
26

17
51
91

17
55
59

17
63
14

17
67
50

17
72
44

17
88
63

17
94
12

18
11
55

18
51
81

18
31
69

18
52
56

18
63
53

18
82
33

18
99
03

19
03
74

19
19
42

19
27
34

19
36
09

19
39
10

19
43
62

19
47
79

19
58
40

ca. 30 kbp

12345678

19
68
81

19
45
23

19
45
47

19
01
89

19
04
70

18
57
40

18
64
07

18
15
73

18
16
68

17
67
57

17
67
72

17
24
56

17
27
12

16
82
87

16
87
68

16
40
74

2359 bp
4359 bp

4965 bp
4835 bp

4912 bp
4317 bp

4426 bp
4695 bp

s
c
a
ffo

ld
0
0
2
2
0

C
h

ro
m

o
s
o

m
e

 1
0
' 
5
'

scaffold00160 scaffold00105scaffold00131

scaffold00220

Fso_h

Fso_hFso_l

Fso_l

Homoeologous gene

(higher dGC)

Homoeologous gene

(lower dGC) Non-homoeologous gene

Chr 10
Chr 10'

fso
:g1

20
24

fso
:g1

20
23

fso
:g1

20
22

fso
:g1

20
21

fso
:g1

20
20

fso
:g1

20
19

fso
:g1

20
18

fso
:g1

20
17

fso
:g1

20
16

fso
:g1

20
15

fso
:g1

20
14

fso
:g1

20
13

fso
:g1

59
39

fso
:g1

59
40

fso
:g1

59
41

fso
:g1

59
42

fso
:g1

59
43

fso
:g1

59
44

fso
:g1

59
45

fso
:g1

59
46

fso
:g1

59
47

fso
:g1

59
48

fso
:g1

59
49

fso
:g1

59
50

fso
:g1

59
51

fso
:g1

59
52

fso
:g1

59
53

fso
:g1

59
54

fso
:g1

59
55

fso
:g1

59
56

fso
:g1

59
57

fso
:g1

59
58

fso
:g1

59
59

fso
:g1

59
60

fso
:g1

59
61

fso
:g1

59
62

fso
:g1

59
63

fso
:g1

59
64

fso
:g7

22
8

fso
:g7

22
7

fso
:g7

22
6

fso
:g7

22
5

fso
:g7

22
4

fso
:g7

22
3

fso
:g7

22
2

fso
:g7

22
1

fso
:g9

29
5

fso
:g9

29
4

fso
:g9

29
3

A

B

C

2,000 bp

5,000 bp

3,000 bp
4,000 bp

1 2 3 4 5 6 7 8M


