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Asymmetrically expressed genes
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Expression pattern
Assymetric expression minus strand
Assymetric expression plus strand

i. Genes separated by 2 nucleosomal distance
ii. Genes separated by 3 nucleosomal distance
lll.Genes separated by 4 nucleosomal distance
iv.Genes separated by 5 nucleosomal distance
v. Genes separated by 6 nucleosomal distance
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Expression pattern

Both genes not expressed
— Symmetrically expressed genes

i. Genes separated by 2 nucleosomal distance
ii. Genes separated by 3 nucleosomal distance
lll.Genes separated by 4 nucleosomal distance
iv.Genes separated by 5 nucleosomal distance
v. Genes separated by 6 nucleosomal distance



