[bookmark: _8k4m7epcqhom]Table S3. Genomic sequences, gene annotations and contaminant sequences for human and mouse. Genomic sequences and gene annotation files were downloaded from GENCODE[1,2]. The contaminant sequence collection consists of transfer RNAs (tRNAs), ribosomal RNAs (rRNAs), small nucleolar RNAs (snoRNAs), small nuclear RNAs (snRNAs) and microRNAs (miRNAs). Here, tRNAs were retrieved from GtRNAdb[3], rRNAs were obtained from NCBI[4], UCSC[5] and Ensembl[6].


	Species
	Files
	Descriptions

	Human
	Genome (hg19)
	http://hgdownload.cse.ucsc.edu/goldenPath/hg19/bigZips/hg19.2bit

	
	GTF (GENCODE_v25lift37)
	ftp://ftp.sanger.ac.uk/pub/gencode/Gencode_human/release_25/GRCh37_mapping/gencode.v25lift37.annotation.gtf.gz

	
	tRNAs (GtRNAdb_hg19)
	http://gtrnadb.ucsc.edu/genomes/eukaryota/Hsapi19/hg19-tRNAs.fa

	
	rRNAs (NCBI)
	Search “Nucleotide” database by “rRNA[All Fields] AND "Homo sapiens"[porgn] AND biomol_rrna[PROP]”

	
	rRNAs (UCSC)
	Search “Table Browser” by “genome:Human; assembly:Feb.2009 (GRCh37/hg19); group:All tables; table:rsmk; repClass = rRNA”

	
	rRNA (Ensembl)
	Search “BioMart” by “Ensembl Genes 90; Human genes (GRCh38.p10); Transcript type: rRNA”

	
	snoRNAs/snRNAs/miRNAs
	Search “BioMart” by “Ensembl Genes 90; Human genes (GRCh38.p10); Transcript type: snoRNA, snRNA, miRNA”

	Mouse
	Genome (mm10)
	http://hgdownload.soe.ucsc.edu/goldenPath/mm10/bigZips/mm10.2bit

	
	GTF (GENCODE_v12)
	ftp://ftp.sanger.ac.uk/pub/gencode/Gencode_mouse/release_M12/gencode.vM12.annotation.gtf.gz

	
	tRNAs (GtRNAdb_mm10)
	http://gtrnadb.ucsc.edu/genomes/eukaryota/Mmusc10/mm10-tRNAs.fa

	
	rRNAs (NCBI)
	Search “Nucleotide” database by “rRNA[All Fields] AND "Mus musculus"[porgn] AND biomol_rrna[PROP]”

	
	rRNAs (UCSC)
	Search “Table Browser” by “genome:Mouse; assembly:Dec.2011 (GRCm38/mm10); group:All tables; table:rsmk; repClass = rRNA”

	
	rRNA (Ensembl)
	Search “BioMart” by “Ensembl Genes 90; Mouse genes (GRCm38.p5); Transcript type: rRNA”

	
	snoRNAs/snRNAs/miRNAs
	Search “BioMart” by “Ensembl Genes 90; Mouse genes (GRCm38.p5); Transcript type: snoRNA, snRNA, miRNA”
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