[bookmark: _GoBack]Additional file 5 – Manhattan plot of the posterior means of the proportion of genetic variance explained by each 1-Mb SNP window across the 28 autosomal chromosomes for skin percentage (SKINP): (A) genomic windows located on macrochromosomes, and (B) windows located on microchromosomes. The X-axis represents the chromosomes and Y-axis shows the proportion of genetic variance explained by each window from Bayes B analysis. Red lines indicate the threshold to deem significant SNP windows.
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