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SNP of the vanS chromosomal gene in L1 (identified by Sanger sequencing) 

Sanger reaction (L1 strain): sequences shown are from 2 different PCR reactions 

  

Sanger reaction (W1 strain) 
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SNP of SCO4474 in H5 (identified by both Illumina and Sanger sequencing) 

Sanger 

 

Illumina 

 

Supplementary Figure S3. 



Insertion in SCO3167 of H11 (identified by both Illumina and Sanger sequencing) 
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Supplementary Figure S4. 



SNP of SCO1213 in L2 (identified by both Illumina and Sanger sequencing) 
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Supplementary Figure S5. 



SNP of SCO1213 in L4 (identified by both Illumina and Sanger sequencing) 
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Supplementary Figure S6. 

 

 



No variant of SCO1213 in W1 (identified by both Illumina and Sanger sequencing) 

 

No variant of SCO1213 in W2 (identified by both Illumina and Sanger sequencing) 

 

Supplementary Figure S7. 



SNP of vanS in L1 and L5 (Gly77→Asp77) 

WT protein 

vdrrpglsvrlkltlsyagfltlagvlllvavgvflldqgwlltnergavratpgtvflrsfaptaawvmafllvfglvggwflagrmlapldrite

atrtaatgslshrirlpgrrdeyreladafdemlarleahvaeqrrfaanashelrtplavskaildvartdphqdpgeiidrlhavntraidlteall

llsragqrsftreqvdmsllaeeatetllpfaekhgvtletrghvtlalgspalllqlttnlvhnaivhnlpgrgrvwihtaagprttrlvventgdli

sphqastltepfqrgterihtdhpgvglglaivntitqahdgtltltprhsgglrvtvelpaaaphtgr* 

Mut protein 

vdrrpglsvrlkltlsyagfltlagvlllvavgvflldqgwlltnergavratpgtvflrsfaptaawvmafllvfdlvggwflagrmlapldrite

atrtaatgslshrirlpgrrdeyreladafdemlarleahvaeqrrfaanashelrtplavskaildvartdphqdpgeiidrlhavntraidlteall

llsragqrsftreqvdmsllaeeatetllpfaekhgvtletrghvtlalgspalllqlttnlvhnaivhnlpgrgrvwihtaagprttrlvventgdli

sphqastltepfqrgterihtdhpgvglglaivntitqahdgtltltprhsgglrvtvelpaaaphtgr* 

 

Supplementary Figure S8. 



SNP of SCO1213 in L2 (Val120 → Gly120) 

WT protein 

vsdnqlrivwiypdllstygdqgnalvverrarqrgldvarldvrsdqpiptsgdiylvgggedrpqrlaaerlrrdgglyraven

gaivfsvcagyqilghefindlgqrepglglldvvstrgegarcvgdvlgdidprlglppltgfenhqgvthvgpnarplaqvrfg

ngngtgdgtegayndtvfgtymhgpvlarnpliadlllklaldvnalpptddrwyealrneriaaaqqpa* 

Mut protein 

vsdnqlrivwiypdllstygdqgnalvverrarqrgldvarldvrsdqpiptsgdiylvgggedrpqrlaaerlrrdgglyraven

gaivfsvcagyqilghefindlgqrepglglldgvstrgegarcvgdvlgdidprlglppltgfenhqgvthvgpnarplaqvrfg

ngngtgdgtegayndtvfgtymhgpvlarnpliadlllklaldvnalpptddrwyealrneriaaaqqpa* 

 

 

 

 

 

Supplementary Figure S9. 



PSIPRED prediction of the mutation of SCO1213 in L2 (Val120 → Gly120) 

 

 

 

Supplementary Figure S10. 

 

 

 

 



STRING analysis of the SCO1212-SCO1213 gene cooccurrence 
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