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[bookmark: _GoBack]Additional file 9. Haploview visualization of linkage disequilibrium (LD) around two eQTL hotspots. The hotspots identified on chromosome 11 (A) and chromosome 28 (B) are marked in red, and the D’ values estimated between the hotspots. D’ value represent the percentage of the time that the both markers are co-inherited. D’ prime values of 1.0 are not shown (the box is empty). The intensity of red color indicates the D’ values estimated between the hotspot.
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