a. Hint + Hi2012
5 =0.000136855,k =3
Observed : 3 Expected: 0.9 P =0.02
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C. iReflndex
0 =0.000101342, k=8
Observed : 1 Expected: 0.04 P =0.04
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b. HPRD
5 =0.000116478, k = 10
Observed : 1 Expected: 0.02 P =0.02
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d. MultiNet
5 =0.000155084, k=9
Observed : 1 Expected: 0.04 P =0.04
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Figure S2






