Additional file 1 – List of oligonucleotide primers used in this study.
	Primer
	Sequence (5’3’)
	Reference

	CSF-Kos_1-59
	GTA TAC GAG GTT AGT TCA TTC TCG TAT GCA TGA TTG GAC AAA TCA AAA TTT CAA TTT GG
	Modified from [39]

	CSF-Kos_12313aR
	GGG CCG TTA GGA AAT TAC CTT AGT CCA ACT GT
	[39]

	CSF-cDNA-1
	GGG CCG TTA GGA AAT TAC CTT AG
	This study

	Kos15_NotI_pBelF
	ATT TCC TAA CGG CCC GCG GCC GCA TCG AAT ATA ACT TCG T
	This study

	Kos15_NotI-pBelR
	ACT AAC CTC GTA TAC GCG GCC GCC CGT CGA CCA ATT CTC ATG TTT GAC AGC TTA TC
	This study

	CSF192-R
	CTA CTG ACG ACT GTC CTG TAC 
	[40]

	pBelo69R
	CGG ATG AAT GGC AGA AAT TCG ATG ATA AGC TGT CA
	[41]
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