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comp221418 c0 Forkhead box protein A2 Pdum foxA v v -J_JJ 0 0 36 46.86 16.3 1054 10595

comp223177 cO Forkhead box protein A4-A Pdum foxAB v 4 J) 0.98 2.65 10.59 44 .92 14.14 10.04 8.86
comp2l17711 cO0 Hepatocyte nuclear factor 3-gamma  Pdum foxg2c v v W 0 0 5.73 6.25 4.05 5.1 6.63
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comp217711 ¢0

Hepatocyte nuclear factor 3-gamma cluster_12 1 | D 0 5.7d 6.25 4 05 5.1 6.63
1 comp212305 _c0 Ubiquitin thioesterase OTUB1 cluster_12 0.71 0.18 3.45 243 1271 14.02 9.56 12.98 17.38
2 Ankyrin repeat and BTB/POZ domain-containing protein 2 cluster_12 062 0.20 03 0.21 3.81 413 311 392 5.83

Ankyrin repeat and BTB/POZ domain-containing protein BTBD11-A cluster_12 062 0.20 03 0.21 381 413 J.11 392 5.83

[The same cluster All DE genes

Show later stages
Topology overlap

comp217711 ¢O Hepatocyte nuclear factor 3-gamma cluster_12 1 1 ( ( 5.73 6.256 405 5.1 6.63
1 comp214849 c0 Rac GTPase-activating protein 1 cluster 03 094 0.22 4407 46.06 2501 22.08 3101 2557 20.28
2 comp225181 ¢ Protein FAM135A cluster_03 084 0.30 35.19 3185 12.12 8 38 15 06 11 65 761
3 comp224699 <0 Zinc finger protein 26 cluster 11 0.80 0.23 0.33 0.16 119 13 0.B3 1.05 1.46
- Suppressor APC domain-containing protein 2 cluster_03 0380 0.29 1441 1304 498 444 6.11 5.34 3.28
5 comp216344 ¢l G protein pathway suppressor 2 cluster 03 0.77 0.20 122 1.09 0.55 0.53 0.8 0.62 0.43
6 comp218896_c2 Calmodulin cluster_03  0.76 0.28 23.1 21.15 9.11 764 1106 7.96 418
7 comp218185 cC Zinc finger protein 236 cluster 11 0.73 0.23 566 547 229 14 .38 9.85 11.06 1314
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Cluster Correlation Topology overlap
0 0 5.73 6.25 4.05 5.1 6.63

comp217711 cO Hepatocyte nuclear factor 3-gamma cluster 12 1 1 0 0 5.73 6.25 05 5. 6.63

DE genes SS02 and SS04 down regulated
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Protein name Cluster Correlation Topology overlap

Hepatocyte nuclear factor 3-gamma cluster 12 1 1 ) O TR b.25 05 - b.63

DE genes SS04 and SS06 up requlated

e ==

Hepatocyte nuclear factor 3-gamma

cluster_12

1 Zinc finger protein 26 cluster 11 080 0.23 0.33 0.16 1.19 13 0.83 1.05 1.46
2 comp212305_c0 Ubiquitin thioesterase OTUB1 cluster_12 0.71 0.18 3.45 2.43 12.7 14.02 9.56 12.98 17.38
3 comp221701 c2 Retrowvirus-related Pol polyprotein from transposon opus cluster 11 063 0.22 0.01 0.03 0.78 0.71 0.47 053 0.96

Early stages

0 0 5.73 6.25 405 5.1 663

Hepatocyte nuclear factor 3-gamma cluster_12

1 comp214849 ¢C Rac GTPase-activating protein 1 cluster_03 .94 0.22 44 07 46.06 25.01 22.08 31.01 25.57 20.28
2 comp225181 ¢l Protein FAM135A cluster 03 084 D.30 35.19 3185 12,12 8.38 15 06 1165 761
Suppressor APC domain-containing protein 2 cluster_03 0.80 0.29 14.41 13.04 4.98 4.44 6.11 5.34 3.28




