Parameter Value
Number of combined spectra 1
Fragmentation method FILE
Search type TARGET+DECOY
Fixed modifications None
Maximum number of unexpected modifications 0
FError tolerance 15 ppm
Cutoff type FDR
Cutoff value 0.01
Allowed N-terminal forms NONE,NME,NME_ACETYLATION
Maximum mass shift of modifications 500 Da
Thread number 1
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