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	Sample ID
	Obtained bases (G)
	GC content (%)
	% ≥ Q30

	Y1-1
	8.73
	56.55
	89.22

	Y1-2
	6.25
	54.76
	89.89

	Y1-3
	8.05
	55.82
	90.57

	Y2-1
	6.43
	57.09
	90.47

	Y2-2
	8.77
	57.29
	89.84

	Y2-3
	7.12
	57.09
	89.66

	Y3-1
	6.48
	56.52
	89.80

	Y3-2
	6.47
	57.04
	89.86

	Y3-3
	7.91
	56.64
	90.38

	Y4-1
	6.93
	56.78
	89.32

	Y4-2
	6.76
	56.57
	90.70

	Y4-3
	6.27
	56.50
	90.44

	Z1-1
	7.28
	55.94
	87.40

	Z1-2
	6.62
	56.51
	88.17

	Z1-3
	8.37
	56.15
	88.71

	Z2-1
	7.58
	58.01
	88.11

	Z2-2
	10.63
	57.49
	88.54

	Z2-3
	8.03
	57.80
	88.05

	Z3-1
	9.36
	55.97
	88.33

	Z3-2
	7.63
	56.80
	88.51

	Z3-3
	9.09
	56.73
	88.15

	Z4-1
	8.71
	57.55
	87.50

	Z4-2
	7.18
	56.53
	87.65

	Z4-3
	8.71
	56.81
	88.12


Y and Z, Yayu889 and Zhenghong532, respectively.
Number 1, 2, 3 and 4 represent the samples collected in 81, 89, 91 and 93 days post planting, respectively, three biological replicates were list as 1, 2 and 3.

