Additional file 4:Table S1. Summary of the four mitogenomes sequencing and assembly
	
	2074A
	2074S
	2074B*
	E5903

	Total reads length (bp)
	4,305,700
	1,270,225
	3,884,873
	1,223,368

	Scaffold N50 value of assembly (bp)
	38,052
	40,063
	693
	39,999

	Number of contigs and scaffolds
	45
	93
	5000
	164

	Maximum scaffold length (bp)
	122,783
	120,883
	35,878
	120,785

	Number of closed gaps within scaffolds
	11
	68
	
	29

	Total length of genome (bp)
	668,464
	668,584
	621,884
	666,081


Note. – * 2074B was sequenced by 454 sequencing technique.
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