00160.1:7924999..7977000 Bos taurus breed Hereford chromosome 3, Bos_taurus_UMD_3.1.1, whole genome shotgun sequence
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00182.1:36104999..36160000 Bos taurus breed 25, Bos_taurus_UMD_3.1.1, whole genome shotgun
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00187.1:114425197..114480211 Bos taurus breed chromosome X, Bos_taurus_UMD_3.1.1, whole genome shotgun
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00172.1:50720999..50762000 Bos taurus breed Hereford chromosome 15, Bos_taurus_UMD_3.1.1, whole genome shotgun sequence
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00180.1:44199999..44240000 Bos taurus breed 23, Bos_taurus_UMD_3.1.1, whole genome shotgun
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Figure S3. The location and surrounding genomic region for the top 10 most significant

environmental differentially methylated regions; a. FCGR2B = Fc fragment of IgG receptor llb; b. LOC526163 =
CMRF35-like molecule 6 protein coding gene; c. MUC12 = mucin 12; d. IRX1 = Iroquois homeobox; e.
LOC100847359 = serine/arginine-rich splicing factor 2 pseudogene; f. FBXW?7 = F-box/WD repeat-containing
protein 7 isoform; g. LOC506897 = olfactory receptor 51G2; h. HIVEP1 = human immunodeficiency virus type |
enhancer binding protein 1.



