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	Secondary metabolite pathway
	Function
	Gene members
	Induction levels in planta

	Novel Non-ribosomal peptide synthetase
	unknown
	IYO_003775-003830
	Constitutive expression in planta (average RPKM 67 +/- 43)

	Pyoverdine
	Iron chelation
	IYO_010820-010910
	Constitutive expression in planta (average RPKM 41 +/- 43)

	Achromobactin
	Iron chelation
	IYO_013460-013515
	Constitutive expression in planta (average RPKM 17 +/- 9)

	Yersiniabactin
	Iron chelation
	IYO_013840-013910
	Constitutive expression in planta (average RPKM 15 +/-19)

	Unknown
	unknown
	IYO_026725-026760
	Weak constitutive in planta (expression 48 +/-16 RPKM)

	Mangotoxin
	Inhibitor of ornithine deacetylase
	IYO_028470-028715
	Weak expressed in planta (average RPKM 13 +/- 9)

	Plasmid-borne pathway
	unknown
	IYO_029645-029685
	Induced late in planta (see figure 5)



