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[bookmark: _GoBack]Supplementary Figure 4: Competitive mapping of the mitochondrial reads to the three available maxicircle templates. The percentage of mitochondrial genome reads from the 16 T. cruzi read libraries that mapped preferentially with each of the maxicircle sequence templates, Sylvio (TcI), Esmeraldo (TcII) and CL Brener (TcVI with mitochondria sequence derived from TcIII) is shown. The TcI strains mapped preferentially with the Sylvio template, while TcII strains mapped preferentially with the Y strain and the TcIII, V and VI strains mapped preferentially with the CL Brener maxicircle sequence.
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Arequipa 86,781780  2,361214  10,857010
Colombiana  87,198490 1900988  10,900530
s11 3,825319  90,811740 5362947
s154a 3,060480  92,822590  4,107932
s15 2,592189  93,506440 3,901375
s162a 1987306  93,797330  4,215364
s23b 4353747 91,849620  3,796633
sada 3,810072  91,635120 554806
s92a 3085690  91,827770 5086535
Yne 2,688027  93,282170  4,029797
Yel2 4,867468  90,269400  4,863130
Yela 4127257  89,441100 6431643
Yels 4,526820  89,789840  5,683338
Te231 4759498 2,361373  92,879130
Tco280 13,064180 5981914  80,953900
Tula 8411653 11,133640 80454700





