[bookmark: _GoBack][image: ]Additional file 6. Classification of peptides based on primary sequence properties and/or similarity to known protein sequences. Peptide name consists of the first letter of the frog genus where the peptide was identified, followed by 3 or 4 letters pertaining to the species name. First number refers to the contig where the peptide was found, and the second one to the number of reads supporting it. If the contig was re-assembled, it is indicated in the contig number (e.g. 4.3).
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GROUP1 - short linear

>pesc_2.3_152/1-15
>rarv_14 84 framel/1-15
>prld 4 642/1 15
>rdal 51 _25/1-15
>pesc_2.2 23/1-15
>rarv_14.2 24/1-15
>prid 4.4 _39/1-15
>rtemp 1. 10_80/1-15
>rtemp 4 933/1-15
>rtemp 107 11/1-15
>prid 72_27/1-15
>rdal_21_605/1-15
>prid _11_78/1-15
>rarv_32_34/1-15
>rarv_1 1842/1-15
>rarv 59 4/1-13
>rdal_44_43/1-15
>rtemp 1 852/1-15
>rtemp 2 141/1-15
>pesc_12_146/1-12
>rtemp 4.6_20/1-15
>rtemp 4.7 33/1-15
>rtemp 4.1 67/1-14
>rtemp 4.21 24/1-15
>rdal 226_ 12/1-14
>rdal 8 600/1 18
>rtemp 4.3 210/1-18
>pesc_2.1 228/1-18
>prid 17. 5 32/1-19
>rarv_34 18/1-14
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GROUP2 - short linear ranabox

>prid 10 295/1-26
>rtemp 79 18/1-26
>pesc_5_265/1-26
>rarv_39 59/1-22
>rdal_38_11/1-23

>rtemp 16 28/1-24
>rarv_3 114/1-24
>rdal_103_32/1-24
>prid 1 761/1-24

>pesc_62_5/1-24

>prid 24 307/1-24
>rarv_9.3 11/1-24

>rtemp 3.6_11/1-20
>rtemp 53 17/1-20
>rdal 3 _1108/1-20

>rarv_6.6_26/1-17
>rarv_6.11 23/1-17
>rarv_6.9 29/1-17
>rtemp 3.3 14/1-17
>rdal 53 _31/1-17
>rtemp 3.4 _47/1-17
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GROUP3 — BREVININ helical ranabox

>prid 186_4/1-28
>prid 5 _40/1-28
>prid 9 862/1-34
>rdal_15_33/1-34
>rarv_37_85/1-34
>rtemp 68_20/1-33
>pesc_10_248/1-33
>prid_16_656/1-33
>rarv_15_210/1-33
>pesc_7_183/1-33
>pesc_3_31/1-30
>rarv_91_26/1-30
>pesc_11_87/1-29
>pesc_9_139/1-29
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GROUP4 — ESCULENTIN helical ranabox

>prid 64 5/1-16
>rarv_13_426/1-28
>rtemp 28_24/1-29
>prid 61_3/1-29
>rarv_2_40/1-29
>rdal_6_971/1-31
>rtemp 71_18/1-31
>pesc_49_2/1-29
>prid_180_3/1-29
>rarv_115_42/1-29
>pesc_46_3/1-29
>prid_30_164/1-29
>rarv_31_16/1-33
>rtemp 14_119/1-33
>prid 6_225/1-46
>pesc_59_9/1-46
>pesc_23_34/1-46
>prid 6.2 _57/1-46
>rarv_9.1_15/1-46
>prid 8 281/1-37
>rdal 120 _5/1-37
>rarv_64_20/1-37
>pesc_39_34/1-37
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GROUP5 — likely beta hairpin

>prid_7_860/1-19
>rtemp 57_11/1-19
>rarv_5_126/1-19
>rdal_108_19/1-19
>pesc_17_131/1-19
>rdal_32_284/1-24

>prid_29_17/1-12

GROUP6 — KUNITZIN

>rarv_23_284/1-17
>rtemp 43_28/1-17
>rdal_58_29/1-17

>prid 2_1246/1-17
>pesc_18_278/1-16

GROUP7 — Pro-rich
>rarv_57_12/1-21
>prid 12 147/1-21
>pesc_37_20/1-28

>rarv_19 40/1-24
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GROUP8 — undefined

>prid 17 219/1-35 FLPLVLGKTHSEQREILSWKSSNVEYHLPRETTDV-——————————
>rdal 77 6/1-35 FLPLVLGKTHSEQREILSWKSSNVEYHLPR@TTDV———————————

>rarv_6.13 26 option2/1-27 FVPLLVSKLV@VVTENVRIWKLELEII-——-————————————————
>rarv_6.13 513 optionl/1-22 FVPLLVSKLV@VVTRENVRTLET-———————————————————————
>pesc_2.4 91/1-24 FLPLIAGLWVN@SANNPRMLRKLWK——————————————————————
>prid 43 15/1-15 FSQLFFAWLLRL:RQ -------------------------------
>prid 26 2/1-16 FLPI@DKSALRFVGRV——————————————————————————————
>pesc 8 209/1-17 DYTIRTRLPSGLSRRVV-————————————————————— e
>rarv_47 9/1-17 DYTIRTREHRGFSREVY —————————————m e
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>prid 192 3/1-9 GIVEAWPLR-———————— e e e e
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>rtemp 32 47/1-26 NNL-——-—-- RHIVAWSENRNYSLA FRPQ-——-———————————
>rdal 39 24/1-32 NLLGFLQGARDILKESEADNYQGWIL®ESYRPQ-—————————————
>prid 4.8 6/1-31 EMPMRRKEEET IQRKGMLEWRTIFTSH@WSFE. . .. ... ...
>prid 4.1 331/1-29 EML-RRKREET IQRRKGMLEKWRNDFYQSLLEF

precursor (72% identity)
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Classification of peptides based on primary sequence properties and/or similarity to known protein sequences. Peptide name 


consists of the first letter of the frog genus where the peptide was identified, followed by 3 or 4 letters 
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ig was re


-


assembled, 


it is indicated in the contig number (e.g. 4.3).
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