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(a) PCoA of 50M samples by Eu
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(b) PCoA of 100M samples by Eu
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(c) PCoA of 300M samples by Eu
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(a) PCoA of 50M samples by Ma
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(b) PCoA of 100M samples by Ma
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(c) PCoA of 300M samples by Ma
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(a) PCoA of 50M samples by d2
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(b) PCoA of 100M samples by d2
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(c) PCoA of 300M samples by d2
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(a) PCoA of 50M samples by CVTree
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(b) PCoA of 100M samples by CVTree
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(c) PCoA of 300M samples by CVTree

North_America

Europe

Asia

Outliers_Russia

Outliers_Belarus



0.0

0.1

0.2

−0.05 0.00 0.05
PCoA coordinate1

PC
oA

 c
oo

rd
in

at
e2

(a) PCoA of 50M samples by d2
S
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(b) PCoA of 100M samples by d2
S
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(c) PCoA of 300M samples by d2
S
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(a) PCoA of 50M samples by d2
*
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(b) PCoA of 100M samples by d2
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(c) PCoA of 300M samples by d2
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