
[image: F:\花生-鲁清\4 Consensus map integration and  meta-QTL identification\Cons Map 不同位点分析\未标题-1-01.tif]

Figure S2. Distribution of different loci on each linkage group of the integrated consensus map. (A) The loci showed a one-to-one correspondence between A- and B-subgenomes; (B) The loci located on the same A- and B-subgenomes; (C) The loci located on different A- and B-subgemomes.
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