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	2p CH261-177K1
	CH261-66M16
	TGMCBA-23C5

	 
	NE
	LO
	%
	NE
	LO
	%
	NE
	LO
	%

	%GC
	
	
	41.07
	
	
	51.29
	
	
	48.70

	Satellites
	0
	0
	0
	0
	0
	0
	0
	0
	0

	Simple repeats
	43
	1388
	0.57
	34
	1581
	0.89
	40
	2247
	1.11

	
	
	
	
	
	
	
	
	
	

	Retroelement
	35
	9359
	3.85
	9
	920
	0.52
	161
	47194
	23.26

	1) SINEs
	5
	639
	0.26
	0
	0
	0
	2
	139
	0.07

	2) LINEs
	27
	8537
	3.52
	7
	801
	0.45
	117
	25323
	12.48

	3) LTR elements
	3
	183
	0.08
	2
	119
	0.07
	42
	21732
	10.71

	
	
	
	
	
	
	
	
	
	

	DNA transposons
	20
	2730
	1.12
	1
	57
	0.03
	6
	979
	0.48

	
	
	
	
	
	
	
	
	
	

	Unclassified
	1
	160
	0.07
	0
	0
	0
	0
	0
	0

	
	
	
	
	
	
	
	
	
	

	Total interspersed repeats
	
	12249
	5.05
	
	977
	0.55
	
	48173
	23.74



NE; number of elements
LO; length occupied
%; sequence percentage

