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Table S1: T5SS and T6SS effectors present in the different Dickeya fangzhongdai genomes and compared to Dickeya dadantii 3937 genome

a) T5SS :

· Tsp / Hec
	
	Genes and its RAST IDs

	Dickeya strain
	hrpN
	tspB (hecB)
	tspA (hecA2)

	D. dadantii 3937
	2554
	2551
	2548

	D. fangzhongdai S1
	2931
	2934
	contig limit, 2935 truncated across the limit

	D. fangzhongdai MK7
	2501
	2499
	absent, synteny ok

	D. fangzhongdai B16
	2936
	2938
	contig limit

	D. fangzhongdai M005
	3393
	3396
	contig limit, 3550 truncated across the limit

	D. fangzhongdai JS5
	2533
	2930
	2529

	D. fangzhongdai M074
	4145
	4148
	contig limit, 4265 truncated across the limit

	D. fangzhongdai NCPPB 3274
	2610
	2608
	2605 truncated

	D. fangzhongdai ND14b
	126
	128
	130



· Cdi
	
	Gene and its RAST IDs

	Dickeya strain
	tspA (hecA1)

	D. dadantii 3937
	2458

	D. fangzhongdai S1
	contig limit, 3342 truncated

	D. fangzhongdai MK7
	2408 and 2409, splitted

	D. fangzhongdai B16
	contig limit, 1853 truncated

	D. fangzhongdai M005
	contig limit, 4549 truncated 

	D. fangzhongdai JS5
	2432 and 2437, splitted

	D. fangzhongdai M074
	contig limit, 4540 truncated across the milit

	D. fangzhongdai NCPPB 3274
	2512 and 2513, splitted, truncated

	D. fangzhongdai ND14b
	216





b) T6SS 

· RhsA
	
	Genes and its RAST IDs

	Dickeya strain
	hcpA
	vgrGa
	rhsA

	D. dadantii 3937
	905
	904
	902

	D. fangzhongdai S1
	-
	-
	-

	D. fangzhongdai MK7
	-
	-
	-

	D. fangzhongdai B16
	-
	-
	-

	D. fangzhongdai M005
	-
	-
	2493 contig limit

	D. fangzhongdai JS5
	-
	-
	-

	D. fangzhongdai M074
	-
	-
	-

	D. fangzhongdai NCPPB 3274
	-
	-
	-

	D. fangzhongdai ND14b
	-
	-
	-



· RhsC
	
	Genes and its RAST IDs

	Dickeya strain
	hcpC
	vgrGc
	rhsC
	rhsIC1
	rhsIC2

	D. dadantii 3937
	1522
	1523
	1529
	1531
	1532

	D. fangzhongdai S1
	2060
	2059
	2052
	2048
	absent

	D. fangzhongdai MK7
	1424
	1426
	1433
	1434
	absent

	D. fangzhongdai B16
	2427
	2425
	contig limit
	?
	?

	D. fangzhongdai M005
	379
	378
	371
	370
	369

	D. fangzhongdai JS5
	1526
	1528
	1535
	1539
	1540

	D. fangzhongdai M074
	3814
	contig limit 3813
	1050 truncated
	1052
	absent

	D. fangzhongdai NCPPB 3274
	1575
	1576
	splitted 1581, 1582
	1583
	absent

	D. fangzhongdai ND14b
	1125
	1124
	1118
	1115
	1113



· RhsB
	
	Genes and its RAST IDs

	Dickeya strain
	hcpB
	vgrGb
	rhsB
	rhsIC1

	D. dadantii 3937
	3049
	3048
	3046
	3045

	D. fangzhongdai S1
	contig limit 2443
	contig limit
	truncated 3481
	absent

	D. fangzhongdai MK7
	-
	-
	-
	-

	D. fangzhongdai B16
	-
	-
	-
	-

	D. fangzhongdai M005
	-
	-
	-
	-

	D. fangzhongdai JS5
	-
	-
	-
	-

	D. fangzhongdai M074
	-
	-
	-
	-

	D. fangzhongdai NCPPB 3274
	3123
	3122
	3120
	3119

	 D. fangzhongdai ND14b
	-
	-
	-
	-



· rhsF
	
	Genes and its RAST IDs

	Dickeya strain
	hcpF
	vgrGf
	rhsF

	D. dadantii 3937
	
	
	

	D. fangzhongdai S1
	contig limit 676
	contig limit 3478
	4009 truncated

	D. fangzhongdai MK7
	4529
	4528
	4526

	D. fangzhongdai B16
	3808
	3807
	3805

	D. fangzhongdai M005
	contig limit 837
	-
	contig limit 836

	D. fangzhongdai JS5
	57
	58
	60

	D. fangzhongdai M074
	2999
	3000
	3002

	D. fangzhongdai NCPPB 3274
	4711
	4709
	4707

	D. fangzhongdai ND14b
	2498
	2497
	2495



