Additional file 5. Alignment of basic and hinge regions of 95 peanut bZIP proteins.
Conserved amino acids are boxed in red. The different amino acid residues at -10 and
-18 positions like K and I are colored in blue.

GROUP bZIP No. BASIC REGION
<
40 25 20 .15
AdbZIP13 QGIDRKQKRMAKNRESAA
AdbZIP29 KTVERRQKRMIIKNRESAA
AdbZIP33 VVVERRQRRMLKNRESAA
AdbZIP39 KAAQQRQRRMIIKNRESAA
AdbZ1P42 KVVERRQRRMIIKNRESAA
AdbZIP48 KTVERRQKRMIIKNRESAA
AibZIP12 KATLQKQRRMIIKNRESAAR

A AibZIP2 RICENTSKRMMKNRESAAR
AibZIP23 KTVERRQKRMIKNRESAAR
AibZIP28 VVVERRQRRMLKNRESAAR
AibZIP31 KAAQQRQRRMIIKNRESAA
AibZIP35 KVVERRQRRMIIKNRESAA
AibZIP43 KTVERRQKRMIIKNRESAA
AibZIP33 KASLQKQRRMIKNRESAAR
AdbZIP2 RICENISKR WﬁNRESAA'

B AdbZIP45 DDDEKRKARLMRNRESAQLSRQRKKHYVEEL
AibZIP40 DDDEKRKARLMRNRESAQLSRQRKKHYVEEL
AdbZIP23 SNRESARRSRRRKQAHITEL
AdbZIP30 SNRESARRSRRRKQAN|IJTDL
AdbZIP37 SNRESARRSRRRKQAHINEL

C AdbZ1P44 SNRESARRSRRRKQAHIJADL
AibZIP24 SNRESARRSRRRKQANJTDL
AibZIP30 SNRESARRSRRRKQAHINEL
AibZIP39 SNRESARRSRRRKQAHLIADL
AdbZIP20 AVDQKTMRRLAQNREAARKSRLRKKAYVQQL
AdbZIP25 KADQKTLRRLAQNREAARKSRLRKKAYVQQL
AdbZIP34 PLDAKTLRRLAQNREAARKSRLRKKAYVQQL
AdbZIP35 KTDQKSLRRLAQNREAARKSRLRKKAYVQQL
AdbZIP38 HEDQKTLRRLAQNREAARKSRLRKKAYVQQL
AdbZIP40 KPIDKIQRRLAQNREAARKSRLRKKAYVQQL
AdbZ1IP8 TPDPKTLRRLAQNREAARKSRLRKKAYVQQL

D AdbZ1P9 AVDAKTLRRLAQNREAARKSRLRKKAYVQQL
AibZIP18 AVDQKTMRRLAQNREAARKSRLRKKAYVQQL
AibZIP20 KADQKTLRRLAQNREAARKSRLRKKAYVQQL
AibZIP29 PLDAKTLRRLAQNREAARKSRLRKKAYVQQL
AibZIP34 KPVDKIQRRLAQNREAARKSRLRKKAYVQQL
AibZ1P44 KTDQKTLRRLAQNREAARKSRLRKKAYVQQL
AibZIP8 TPDPKTLRRLAQNREAARKSRLRKKAYVQQL
AibZIP9 AVDAKTLRRLAQNREAARKSRLRKKAYVQQL
AdbZIP15 NVTRRDRKENSLNRELARRSRLRKQAEHCEEL
AdbZIP17 ERELKRQRRKQSNRESARRSRLRKQAHCDEL
AdbZIP19 ERELKRQKRKQSNRESARRSRLRKQAHCEEL
AdbZ1P4 ERELKRERRKQSNRDSARRSRLRKQAHTEEL
AdbZIP49 NDEIRKERKRLSNRESAKRSRLRKQKHCEEL
AdbZIP50 ERDLKRQKRKQSNRESARKSRLRKQAHCEEL
AdbZ1P6 ERELKRERRKQSNRESARRSRLRKQAHAEEL

G AdbZIP7 ERDLKRQKRKQSNRESARKSRLRKQAHCEEL
AibZIP15 ERELKRQRRKQSNRESARRSRLRKQAHCDEL
AibZIP17 ERELKRQKRKQSNRESARRSRLRKQAHCEEL
AibZIP21 ERDLKRQKRKQSNRESARRSRLRKQAHCEDL
AibZIP38 ERDLKRQKRKQSNRESARRSRLRKQAHCEDL
AibZIP4 ERELKRERRKQSNRDSARRSRLRKQAHTEEL
AibZIP45 NDEIRKERKRLSNRESAKRSRLRKQKECEEL
AibZ1IP6 ERELKRERRKQSNRESARRSRLRKQAHAEEL
AdbZIP14 RLKRLLRNRVSAQQARERKKVYVNDL
AdbZIP41 RLKRLLRNRVSAQQARERKKAYL IIDL

H AdbZ1P47 RLKRLLRNRVSAQQARERKKAYLI[DL
AibZIP36 RLKRLLRNRVSAQQARERKKAYL IIDL
AibZ1P42 RLKRLLRNRVSAQQARERKKAYLIDL
AdbZIP1 TIDPKRAKRILANRQ SKERKARYIQ
AdbZIP11 MMDPKRAKRILANRQ SKERKMRY|TS
AdbZIP22 TIDPKRAKRILANRQ SKERKARYIQ
AdbZIP27 MADPKRAKRILANR SKERKTRY|LS
AdbZIP32 TIDPKRAKRILANRKQ SKERKARYIQ

I AdbZ1P43 TVIDPKRAKRILANR SKERRAQY|VV
AibZIP11 MMDPKRAKRILANRQ SKERKMRY|LS
AibZIP19 MADPKRAKRILANR SKERKTRYTS
AibZIP26 TIDLKRAKRILANRQ SKERKAQYIQ
AibZIP3 TIDPKRAKRILANRQ SKERKARYIQ
AibZIP32 TIDPKRAKRILANRQ SKERKARYIQ
AibZIP37 TVIDPKRAKRILANR SKERRAQY|VV
AdbZIP10 LMDQRKRKRMISNRESARRSRMRKQKHLDDL
AdbZIP12 IMDQRKRKRMQSNRESARRSRMRKQQHLDSL
AdbZIP16 TLNERKHRRMISNRESARRSRMRKQKHLDEL
AdbZIP18 VMNERKRRRK ISNRESARRSRMRKQRHLENL
AdbZIP21 VIDERKQRRMISNRESARRSRMRKQKHLDEL
AdbZ1P24 VLDERKRKRMLSNRESARRSRMRKIQKQLEDL
AdbZ1P26 LMDQKKRKRKQSNRESARRSRMRKQKHLDDL
AdbzZIP3 MISNRESARRSRMRKQKHLDEL
AdbZIP31 SSHERKIRRKQSNRESARRSRWRKKRHLENL
AdbZIP36 VMDERKRKRMLSNRESARRSRMRKQKQLEDL

S AdbZ1IP46 LINERKHRRMISNRESARRSRMRKQRHLDEL
AdbZIP5 VIDERKRRRMLSNRESARRSRMRKQRHLENL
AibZIP1 TIDERRQRRMISNRESARRSRMRKQKHLDEL
AibZIP10 LMDQRKRKRMISNRESARRSRMRKQKHLDDL
AibZIP13 TMDQRKRKRMQSNRESARRSRMRKQQHLDSL
AibZIP14 TLNERKHRRMISNRESARRSRMRKQKHLDEL
AibZIP16 VMDERKRRRK ISNRESARRSRMRKQRHLENL
AibZIP25 STHERKIRRKQSNRESARRSRWRKKRHLENL
AibZIP27 SSEERKLRRMQSNRESARRSRGRKKKHMENL
AibZIP41 LINERKHRRMISNRESARRSRMRKQRHLDEL
AibZIP5 VIDERKRRRMLSNRESARRSRMRKQRHLENL

AdbZ1P28 FKEARRIRR[IL QTIRRRQALC
U AibZ1P22 FKEARRTRRIIL QTIRRRQALC
EP

AibZIP7 VSKKLIJRKM RSRERKTKYV



