
Additional file 4:

Exploratory analysis of the samples prior to differential expression study. The FPKM density

distributions showed three samples with anomalies (red arrows and red in the legend) that

were not included in downstream analyses: gill infected parasitized 1 (A), gill infected non-

parasitized 5 (B) and spleen infected 2 (D). All liver samples (C) showed uniform

distributions and were included in the analyses.
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