Additional file 3 Table S3. Conserved binding sites analysis of all putative GLYII proteins from Vitis vinifera, Arabidopsis, Oryza sativa, Glycine max and Medicago truncatula
	Putative Grape GLYII Protein
	Active site
	Metal binding site
	GSH binding site
	Essential amino acids

	VvGLYII-like1
	√
	√
	√
	Present

	VvGLYII-like2
	√
	√
	√
	Present

	AtGLYII-2
	√
	√
	√
	Present

	AtGLYII-4
	√
	√
	√
	Present

	AtGLYII-5
	√
	√
	√
	Present

	OsGLYII-2
	√
	√
	√
	Present

	OsGLYII-3
	√
	√
	√
	Present

	GmGLYII-7
	√
	√
	√
	Present

	GmGLYII-8
	√
	√
	√
	Present

	GmGLYII-9
	√
	√
	√
	Present

	MtGLYII-7
	√
	√
	√
	Present

	MtGLYII-12
	√
	√
	√
	Present


The proteins from A. thaliana were previously reported in reference [8]; The proteins from G. max were previously reported in reference [9]; The proteins from M. truncatula were previously reported in reference [10]

