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Additional file 9: Figure S4. Multiple sequence alignment of C-terminal GLYI domain of VvGLYI-like1 and VvGLYI-like4. C-terminal GLYI domains of VvGLYI-like1 and VvGLYI-like4 are aligned with the C-terminal GLYI domain of OsGLYI-11 and the N-terminal GLYI domain of AtGLYI-2 using ClustalW and then edited by the Jalview program. All four conserved metal binding sites are shown in black boxes.
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