Additional file 10:
Table S5: Genomic islands of AU13965 strains predicted as “strong”.
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AU13965 putative genomic island

Island type

Function

Organism

Resistance 4
HI2_22800
HI2_22810
HI2_22820
HI2_22830
HI2_22840
HI2_22850
HI2_22860
HI2_ 22861
HI2_22870
HI2_22880
HI2_22890
HI2_22900
HI2_22910
HI2_22920
HI2_22930
HI2_22940
HI2_22950
HI2_22951

Pathogenicity 4
HI2_27520
HI2_27521
HI2_27530
HI2_27540
HI2_27550
HI2_27560
HI2_27561
HI2_27570
HI2_27580
HI2_27590
HI2_27600
HI2_27610

Resistance 5
HI2_39060
HI2_39070
HI2_39080
HI2_39090
HI2_39100
HI2_39110
HI2_39120

Pathogenicity 6
HI2_41250
HI2_41260
HI2_41270
HI2_41280
HI2_41290
HI2_41300
HI2_41310
HI2_41320
HI2_41330
HI2_41340
HI2_41350
HI2_41360
HI2_41370
HI2_41380
HI2_41390
HI2_41400

chemotaxis protein
citryl-CoA lyase
long-chain fatty acid--CoA ligase
SDR family oxidoreductase
MEFS transporter
IcIR family transcriptional regulator
hypothetical protein
IS3 family transposase
hypothetical protein
hypothetical protein
undecaprenyl-diphosphatase
hypothetical protein
membrane protein
DNA-binding response regulator
two-component sensor histidine kinase
cytochrome b
hypothetical protein
3'-5' exonuclease

site-specific integrase
XRE family transcriptional regulator
recombinase family protein
hypothetical protein
hypothetical protein
hypothetical protein
hypothetical protein
DUF2399 domain-containing protein
VOC family protein
H-NS histone family protein
calcium binding secreted hemolysin protein
calcium binding secreted hemolysin protein

hypothetical protein
ShiB/FhaC/HecB family hemolysin secretion/activation protein
hypothetical protein
filamentous hemagglutinin N-terminal domain-containing protein
hypothetical protein
hypothetical protein
AraC family transcriptional regulator

mannose-1-phosphate guanylyltransferase/mannose-6-phosphate isomerase
GDP-mannose 4,6-dehydratase
GDP-L-fucose synthase
GDP-4-keto-6-deoxy-D-mannose-3-dehydratase
glucose-1-phosphate cytidylyltransferase
CDP-glucose 4,6-dehydratase
lipopolysaccharide biosynthesis protein RfbH
NAD-dependent epimerase/dehydratase family protein
transketolase
transketolase
hypothetical protein
hypothetical protein
glycosyltransferase
alpha-(1,3)-fucosyltransferase
hypothetical protein
glycosyltransferase

Herbaspirillum
Herbaspirillum
Herbaspirillum
Herbaspirillum
Herbaspirillum
Herbaspirillum

Herbaspirillum
Herbaspirillum
Herbaspirillum
Herbaspirillum
Herbaspirillum
Herbaspirillum
Herbaspirillum
Herbaspirillum
Herbaspirillum
Herbaspirillum

Paraburkholderia

Ralstonia
Methylomonas
Herbaspirillum
Herbaspirillum
Herbaspirillum

Acidovorax
Herbaspirillum
Herbaspirillum
Herbaspirillum
Herbaspirillum

Rhodoferax
Limnohabitans
Burkholderia
Variovorax
Herbaspirillum

Laribacter
Polaromonas
Polaromonas

Acidovorax
Polaromonas
Polaromonas
Polaromonas
Polaromonas
Burkholderia
Polaromonas
Polaromonas
Polaromonas
Polaromonas
Polaromonas
Elusimicrobia

Nitrospirae










Island	type Function Organism

Resistance	4

Hl2_22800 chemotaxis	protein Herbaspirillum

Hl2_22810 citryl-CoA	lyase Herbaspirillum

Hl2_22820 long-chain	fatty	acid--CoA	ligase	 Herbaspirillum

Hl2_22830 SDR	family	oxidoreductase Herbaspirillum

Hl2_22840 MFS	transporter Herbaspirillum

Hl2_22850 IclR	family	transcriptional	regulator Herbaspirillum

Hl2_22860 hypothetical	protein -

Hl2_22861 IS3	family	transposase Herbaspirillum

Hl2_22870 hypothetical	protein -

Hl2_22880 hypothetical	protein Herbaspirillum

Hl2_22890 undecaprenyl-diphosphatase Herbaspirillum

Hl2_22900 hypothetical	protein Herbaspirillum

Hl2_22910 membrane	protein Herbaspirillum

Hl2_22920 DNA-binding	response	regulator Herbaspirillum

Hl2_22930 two-component	sensor	histidine	kinase Herbaspirillum

Hl2_22940 cytochrome	b Herbaspirillum

Hl2_22950 hypothetical	protein Herbaspirillum

Hl2_22951 3'-5'	exonuclease Herbaspirillum

Pathogenicity	4

Hl2_27520 site-specific	integrase Paraburkholderia

Hl2_27521 XRE	family	transcriptional	regulator Ralstonia

Hl2_27530 recombinase	family	protein Methylomonas

Hl2_27540 hypothetical	protein -

Hl2_27550 hypothetical	protein Herbaspirillum

Hl2_27560 hypothetical	protein Herbaspirillum

Hl2_27561 hypothetical	protein Herbaspirillum

Hl2_27570 DUF2399	domain-containing	protein Acidovorax

Hl2_27580 VOC	family	protein	 Herbaspirillum

Hl2_27590 H-NS	histone	family	protein Herbaspirillum

Hl2_27600 calcium	binding	secreted	hemolysin	protein Herbaspirillum

Hl2_27610 calcium	binding	secreted	hemolysin	protein Herbaspirillum

Resistance	5

Hl2_39060 hypothetical	protein -

Hl2_39070 ShlB/FhaC/HecB	family	hemolysin	secretion/activation	protein Rhodoferax

Hl2_39080 hypothetical	protein -

Hl2_39090 filamentous	hemagglutinin	N-terminal	domain-containing	protein	 Limnohabitans

Hl2_39100 hypothetical	protein Burkholderia

Hl2_39110 hypothetical	protein Variovorax

Hl2_39120 AraC	family	transcriptional	regulator Herbaspirillum

Pathogenicity	6

Hl2_41250 mannose-1-phosphate	guanylyltransferase/mannose-6-phosphate	isomerase Laribacter

Hl2_41260 GDP-mannose	4,6-dehydratase Polaromonas

Hl2_41270 GDP-L-fucose	synthase Polaromonas

Hl2_41280 GDP-4-keto-6-deoxy-D-mannose-3-dehydratase Acidovorax

Hl2_41290 glucose-1-phosphate	cytidylyltransferase Polaromonas

Hl2_41300 CDP-glucose	4,6-dehydratase Polaromonas

Hl2_41310 lipopolysaccharide	biosynthesis	protein	RfbH Polaromonas

Hl2_41320 NAD-dependent	epimerase/dehydratase	family	protein Polaromonas

Hl2_41330 transketolase Burkholderia

Hl2_41340 transketolase Polaromonas

Hl2_41350 hypothetical	protein Polaromonas

Hl2_41360 hypothetical	protein Polaromonas

Hl2_41370 glycosyltransferase Polaromonas

Hl2_41380 alpha-(1,3)-fucosyltransferase Polaromonas

Hl2_41390 hypothetical	protein Elusimicrobia

Hl2_41400 glycosyltransferase Nitrospirae

AU13965	putative	genomic	island


