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Table S1: Genomes of species and strains of the genus Herbaspirillum used in the ANI calculation.
	Organism
	Strain
	Acc. Number
	Organism source
	Reference
	Country of isolation

	H. seropedicae
	SmR1
	CP002039.1
	Grass endophyte
	(1)
	Brazil

	H. seropedicae
	Z67T
	CP011930
	Grass endophyte
	(2)
	Brazil

	H. rubrisubalbicans
	M1
	CP013737.1
	Sugarcane endophyte
	(3)
	Brazil

	H. frisingense
	GSF30T
	AEEC02
	C4-fibre plants
	(4)
	Germany

	H. chlorophenolicum
	CPW301T
	LFLT0.1
	Soil sediments
	(5)
	South Korea

	H. hiltneri
	N3
	CP011409.1
	Rice surface
	(6)
	Germany

	H. huttiense sup. putei
	IAM15032T
	ANJR0.1
	Well water
	(7)
	Japan

	H. lusitanum
	P6-12T
	AJHH0.1
	Beans nodule
	(8)
	Portugal

	H. rhizosphaerae
	UMS-37
	LFLU0.1
	Garlic rhizosphere
	(9)
	South Korea

	H. aquaticum
	IEH4430T
	NJGV0.1
	Deionized water
	(7)
	United States

	H. autotrophicum
	IAM14942
	LFLS0.1
	Eutrophic lake
	(10)
	Switzerland

	Herbaspirillum sp.
	YR522
	AKJA0.1
	Populus endosphere
	(11)
	United States

	Herbaspirillum sp.
	GW103
	AJVC0.1
	Phragmites rhizosphere
	(12)
	Korea

	Herbaspirillum sp.
	CF444
	AKJW0.1
	Populus endosphere
	(11)
	United States

	Herbaspirillum sp.
	B39
	BADF0.1
	Rice shoot
	-
	Japan

	Herbaspirillum sp.
	B501
	BADJ0.1
	Rice shoot
	-
	Japan

	Herbaspirillum sp.
	RV1423
	CBXX0.1
	hydrocarbon-contaminated water
	(13)
	Czech Republic

	Herbaspirillum sp.
	UBA812
	DBIC01.1
	Marine metagenome
	(14)
	-

	Herbaspirillum sp.
	RS355
	PBPP0.1
	Marine metagenome
	(15)
	-

	Herbaspirillum sp.
	ARS38
	NZAE0.1
	Marine metagenome
	(15)
	-

	Herbaspirillum sp.
	MEG3
	CP022736
	Soil
	(16)
	South Korea

	Herbaspirillum sp.
	HZ10
	NJGU01.1
	Robinia pseudoacacia root nodule
	(17)
	China

	Herbaspirillum sp.
	WT00C
	MIJG0.1
	Camellia sinensis L. tissues
	(18)
	China

	Herbaspirillum sp.
	VT1641
	MUXB0.1
	Urinary tract
	(19)
	United States

	Herbaspirillum sp.
	TSA66
	JWJG0.1
	Rice paddy soils
	(20)
	Japan

	Herbaspirillum sp.
	B65
	BADI0.1
	Rice shoot
	-
	Japan

	Herbaspirillum sp.
	BH-1
	PKOI0.1
	Biuret enriched soil
	(21)
	United States
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