Additional file 8:
Table S3: Comparison of the theoretical proteome of H. seropedicae strains with the ResFam antibiotic resistance gene database. 
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Gene ResFams_ID SMR1 Z67 WT00C AU14040 Hl2 Hl2_plasmid
ABC_efflux RF0007 6 6 4 7 5 0



adeC-adeK-oprM RF0021 1 1 1 1 2 0
ClassA RF0053 0 0 0 0 1 0
ClassB RF0054 1 1 1 0 0 0
Exo RF0072 1 1 1 1 0 0
macB RF0089 1 1 1 1 1 0
MexE RF0098 1 1 2 1 1 0
MexX RF0101 0 0 1 0 0 0
msbA RF0107 0 0 1 1 1 0



RND_efflux RF0105 8 8 9 8 8 0
SubclassB2 RF0124 0 0 0 1 1 0
total 19 19 21 21 20 0
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