NR Database (Top 10 Homologous Species)

Sinocyclocheilus rhinocerous _ 10902 (14.24%)
Sinocyclocheilus anshuiensis _ 9736 (12.71%)
Sinocyclocheilus grahami _ 7001 (9.14%)

Danio rerio _ 5135 (6.71%)
Cyprinus carpio _ 4999 (6.53%)

Ctenopharyngodon idella . 445 (0.58%)

(d)

Pygocentrus nattereri I 281 (0.37%)

Astyanax mexicanus I 231 (0.30%)

Oncorhynchus mykiss I 224 (0.29%)

Larimichthys crocea I 215 (0.28%)

Other species [IIL 2486 (3.25%)
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A: RNA processing and modification

B: Chromatin structure and dynamics

C: Energy production and conversion

D: Cell cycle control, cell division, chromosome partitioning
E: Amino acid transport and metabolism

F: Nucleotide transport and metabolism

G: Carbohydrate transport and metabolism

H: Coenzyme transport and metabolism

I: Lipid transport and metabolism

J: Translation, ribosomal structure and biogenesis

K: Transcription

L: Replication, recombination and repair

M: Cell wall/membrane/envelope biogenesis

N: Cell motility

O: Posttranslational modification, protein turnover, chaperones
P: Inorganic ion transport and metabolism

Q: Secondary metabolites biosynthesis, transport and catabolism
R: General function prediction only

S: Function unknown

T: Signal transduction mechanisms

U: Intracellular trafficking, secretion, and vesicular transport
Defense mechanisms

Extracellular structures

Nuclear structure

V:
W:
Y:
Z: Cytoskeleton

(b)

(e)
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eggNOG Function Classification
! A: RNA processing and modification
20000 [ B: Chromatin structure and dynamics
[ C: Energy production and conversion
17500 [ D: Cell cycle control, cell division, chromosome partitioning
[ E: Amino acid transport and metabolism
[ F: Nucleotide transport and metabolism
15000 [ G: Carbohydrate transport and metabolism
[ H: Coenzyme transport and metabolism
2 B I Lipid transport and metabolism
% 12500 4 [ J: Translation, ribosomal structure and biogenesis
§ B K: Transcription
s [ L: Replication, recombination and repair
c..g 10000 4 [ M: Cell wall/membrane/envelope biogenesis
5 I N: Cell motility
s) [ 0: Posttranslational modification, protein turnover, chaperones
g 7500 - [ P: Inorganic ion transport and metabolism
Z I Q: Secondary metabolites biosynthesis, transport and catabolism
[ R: General function prediction only
5000 [ S: Function unknown
[ T: Signal transduction mechanisms
[ U: Intracellular trafficking, secretion, and vesicular transport
2500 - [ V: Defense mechanisms
I [ W: Extracellular structures
I [ X: Unamed protein
0‘---..-._.. I_ . - [ Y: Nuclear structure
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Function class

(©)

Cell growth and death

Cell motility

Cellular community - eukaryotes
Cellular community - prokaryotes
Transport and catabolism

Membrane transport

Signal transduction

Signaling molecules and interaction
Folding, sorting and degradation
Replication and repair

Transcription

Translation

Amino acid metabolism

Biosynthesis of other secondary metabolites
Carbohydrate metabolism

Energy metabolism

Global and overview maps

Glycan biosynthesis and metabolism
Lipid metabolism

Metabolism of cofactors and vitamins
Metabolism of other amino acids
Metabolism of terpenoids and polyketides
Nucleotide metabolism

Xenobiotics biodegradation and metabolism
Aging

Circulatory system

Development

Digestive system

Endocrine system

Environmental adaptation

Excretory system

Immune system

Nervous system

Sensory system

®

1~200
201~300
301~400
401~500
501~600
601~700
701~800
801~900
901~1000
1001~1100
1101~1200
1201~1300
1301~1400
1401~1500
1501~1600
1601~1700
1701~1800
1801~1900
1901~2000
>2000

Length range (base)

=X

KEGG Function Classification
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Cellular Processes

Environmental Information Processing
Genetic Information Processing
Metabolism

Organismal Systems

[ BLAST (39680)
[ ESTScan (6084)

8000



