
Information storage and processing

Category A - RNA processing and modification
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RAD54B meiotic recombination protein
putative ATP-dependent RNA helicase YTHDC2
putative Ribosomal RNA processing protein 1
WW domain-containing adapter protein with coiled-coil
5'-3' exoribonuclease 2
putative Telomerase-binding protein EST1A
Cleavage and polyadenylation specificity factor subunit 3
RNA-binding with serine-rich domain-like protein
putative Helicase MOV-10
PWI domain
Fizzy-related protein
putative Methyltransferase TARBP1
U3 small nucleolar ribonucleoprotein MPP10
putative ATP-dependent RNA helicase DDX49
ATP-dependent RNA Helicase DDX10
WD repeat-containing protein 3
Pescadillo
Nucleolar protein 5A-like protein
putative ATP-dependent RNA helicase DDX55
ATP-dependent RNA helicase DDX51
ATP-dependent RNA Helicase kurz
putative ATP-dependent RNA helicase DDX56
putative PIN2/TERF1-interacting telomerase inhibitor 1
putative Encore
G patch domain-containing protein 1
putative Ribosomal RNA processing protein 1
Far upstream element-binding protein 1
putative ATP-dependent RNA helicase DDX27
RNA-binding protein
putative rRNA methyltransferase
Protein RRP5
ATP-dependent RNA Helicase pitchoune
putative Ribosomal RNA methyltransferase NOP2
Transducin beta protein 3
ATP-dependent RNA Helicase DDX54
Periodic tryptophan protein 2
mRNA turnover protein 4
rRNA 2'-O-methyltransferase fibrillarin
Superkiller viralicidic activity 2 2
La protein
60S ribosomal export protein NMD3
WD repeat-containing protein 46
Protein ATP-dependent RNA Helicase
5'-3' exoribonuclease 2
putative ATP-dependent RNA helicase DDX52
Protein SMG5
tRNA (guanine(37)-N1)-methyltransferase
Integrator complex subunit 11
U5 small nuclear ribonucleoprotein 40 kDa protein
Crooked neck protein
Leucine-rich repeat-containing protein
Ribosomal RNA small subunit methyltransferase NEP1
Uncharacterized protein

KZS03137.1
KZS07555.1
KZS09187.1
KZS14212.1
KZS11290.1
KZS07546.1
KZS05118.1
KZS07559.1
KZS20177.1
KZS21516.1
KZS09479.1
KZS02969.1
KZS12827.1
KZS20479.1
KZS09304.1
KZS09396.1
KZS15062.1
KZS12600.1
KZS19414.1
KZS11781.1
KZS17920.1
KZS10861.1
KZS13794.1
KZS17379.1
KZS14445.1
KZS15818.1
KZS15575.1
KZS20240.1
KZS17117.1
KZS18832.1
KZS15590.1
KZS17013.1
KZS15327.1
KZS02971.1
KZS20545.1
KZS17628.1
KZS19758.1
KZS21641.1
KZS06989.1
KZS08740.1
KZS09605.1
KZS04818.1
KZS16913.1
KZS19655.1
KZS16950.1
KZS21301.1
KZS15027.1
KZS19962.1
KZS02919.1
KZS19813.1
KZS20818.1
KZS14133.1
KZS18686.1

Temperature - significant gene expression profiles
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Information storage and processing

Category J - Translation, ribosomal structure and biogenesis   

Exportin-T
Diphthamide biosynthesis protein 1
tRNA-dihydrouridine(20) synthase (NAD(P)+)-like protein
Mitochondrial tRNA-specific 2-thiouridylase 1
Protein KRI1
putative Ribosome biogenesis protein bms1
Nucleolar protein 14
putative Methyltransferase NSUN3
tRNA- -methyltransferase non-catalytic subunit TRM6
Binds to the 60S ribosomal subunit and prevents its association with the 40S
Nucleolar protein 9
Exosome component 10
tRNA (cytosine(34)-C(5))-methyltransferase
Elongation factor 1-alpha
Ribosome production factor 1
Nucleolar complex protein 2
Pumilio domain-containing protein
Ribosome biogenesis regulatory protein
H/ACA ribonucleoprotein complex subunit 4
Nucleolar complex protein 4
Ribosome biogenesis protein BOP1
CCAAT/enhancer-binding protein zeta
Exosome complex component RRP43
Exosome complex exonuclease RRP41
putative 39S ribosomal protein L45. mitochondrial
putative Tudor domain-containing protein 1
ribosomal protein L3
ribosomal protein L3
D-tyrosyl-tRNA(Tyr) deacylase
40S ribosomal protein S13
Ubiquitin-60S ribosomal protein L40
Ribosomal protein L19
40S ribosomal protein S16
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KZS09091.1
KZS14809.1
KZS18767.1
KZS14165.1
KZS17210.1
KZS17976.1
KZS21073.1
KZS04272.1
KZS11455.1
KZS03461.1
KZS18370.1
KZS08544.1
KZS18797.1
KZS17901.1
KZS05326.1
KZS19820.1
KZS11152.1
KZS14034.1
KZS20315.1
KZS17840.1
KZS12811.1
KZS20710.1
KZS04358.1
KZS11889.1
KZS05207.1
KZS04374.1
KZS12169.1
KZR96450.1
KZS13892.1
KZS12594.1
KZS05701.1
KZS22088.1
KZS04039.1

Temperature - significant gene expression profiles
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Information storage and processing

Category K - Transcription   

DNA-directed RNA polymerase
AT-rich interactive domain-containing protein
SANT
putative RNA polymerase-associated protein Rtf1
Tho2
putative Protein suppressor of hairy wing
tRNA- -methyltransferase catalytic subunit TRMT61A
DNA-directed RNA polymerases I and III subunit RPAC1
Myb-binding protein 1A
DNA-directed RNA polymerase
Elongator complex protein 1
Protein strawberry notch
DNA-directed RNA polymerase
DNA-directed RNA polymerase
Arginine N-methyltransferase 8 protein
WD repeat-containing protein 36
Protein AATF
DNA-directed RNA polymerase
Nucleolar protein 10
putative SAFB transcription modulator
putative Transcriptional regulator ATRX
Transcription factor capicua-like protein
Bile acid receptor
Forkhead box J3-like protein
Transporter
Tra-1-like protein
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KZS11614.1
KZS06536.1
KZS14539.1
KZS16385.1
KZS03505.1
KZS21962.1
KZS19836.1
KZS18420.1
KZS17796.1
KZS08429.1
KZS04813.1
KZS14062.1
KZS19603.1
KZR98053.1
KZS15989.1
KZS04500.1
KZS14198.1
KZS16541.1
KZS08533.1
KZS03936.1
KZS07844.1
KZS04154.1
KZS18951.1
KZS06080.1
KZS01842.1
KZS20198.1

Temperature - significant gene expression profiles
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KZS17953.1
KZS18072.1
KZS13763.1
KZS21597.1
KZS14107.1
KZS10018.1
KZS09938.1
KZS15430.1
KZS15807.1
KZR99917.1
KZS08838.1
KZS15904.1
KZS13351.1
KZR99172.1
KZS14860.1
KZS10623.1
KZS10620.1
KZS04392.1
KZS21551.1
KZS04210.1
KZS16645.1
KZS00601.1
KZS21420.1
KZS05193.1
KZS03568.1
KZS16366.1
KZS14798.1
KZS03243.1
KZS21494.1
KZS20481.1
KZS15050.1
KZR96866.1
KZS12431.1
KZS17881.1
KZS09548.1
KZS08665.1
KZS19665.1
KZS17227.1
KZS15585.1
KZS06847.1
KZS04376.1
KZS06821.1
KZS18878.1
KZS04421.1

CUB domain
Dipeptidase 1
Leucine carboxyl methyltransferase 1
Cathepsin S
Cct5-prov protein
AAA family protein Bor
Spermatogenesis-associated 5 protein 1-like protein
Tumorous imaginal discs protein
putative Stall
Zinc knuckle
Heat shock 70 kDa protein 14
T-complex protein 1 subunit delta
Peptidyl-prolyl cis-trans isomerase 1
T-complex protein 1 subunit delta
ATPase family associated with various cellular activities (AAA)
Glycosyltransferase 25 family member
Glycosyltransferase 25 family member
N-acetylated-alpha-linked acidic dipeptidase-like protein
COP9 signalosome complex subunit 1
Casein kinase I
Nuclear valosin-containing protein
putative Ubiquitin-conjugating enzyme E2 Q2
putative RING finger and CCCH-type Zinc finger domain-containing protein 2
HEAT shock protein 75 kDa
Hematopoietic prostaglandin D synthase
Hepatic leukemia factor
Metalloendopeptidase
CAAX prenyl protease 1
T-complex protein 1 subunit gamma
T-complex protein 1 subunit beta
T-complex protein 1 subunit zeta
T-complex protein 1 subunit theta
Geranylgeranyl transferase type-1 subunit beta
Ubiquitin-conjugating enzyme E2 G1
Peptidyl-prolyl cis-trans isomerase-like protein
E3 ubiquitin-protein ligase Nedd-4
AFG3 2-like protein
putative E3 ubiquitin-protein ligase RNF31
Zinc finger and BTB domain-containing 45-like protein
ADAM-TS Spacer 1
40S ribosomal protein S25
Tyrosine-protein phosphatase
CUB domain
putative Glutaredoxin domain-containing cysteine-rich protein 1

Cellular processes and signalling

Category O - Posttranslational modification, 
protein turnover, chaperones 

Temperature - significant gene expression profiles
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Cellular processes and signalling

Category T - Signal transduction mechanisms 
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KZS11449.1
KZS16746.1
KZS09266.1
KZS15822.1
KZS20927.1
KZS07058.1
KZS14820.1
KZS12195.1
KZS10665.1
KZS18660.1
KZS20735.1
KZS06184.1
KZS04538.1
KZS22001.1
KZS10167.1
KZS06931.1
KZS09189.1
KZS09571.1
KZS13850.1
KZS19659.1
KZS03269.1
KZS14429.1
KZS11711.1
KZS14599.1
KZS14821.1
KZS15606.1
KZS11740.1
KZS20969.1
KZS06153.1
KZS20047.1
KZS16843.1
KZS12563.1
KZS09018.1
KZS19147.1
KZS04485.1
KZS09902.1
KZS10166.1
KZS05173.1
KZS10163.1
KZS05719.1
KZS10067.1
KZS05717.1
KZS11766.1
KZS17294.1
KZS10165.1
KZS12826.1
KZS20447.1
KZS07467.1
KZS18366.1
KZS13179.1

serine threonine-protein kinase
Calcyclin-binding protein
RIO kinase 2
Atrial natriuretic peptide receptor
putative Cuticle protein
putative U5 small nuclear ribonucleoprotein 200 kDa helicase
putative Vascular endothelial growth factor receptor 1
Adhesion G protein-coupled receptor E2
Disheveled-associated activator of morphogenesis 2
Serine/threonine-protein phosphatase 2A 55 kDa regulatory subunit B
Apoptotic Protease-activating factor 1
Ras association domain-containing protein
Slit protein
Atrial natriuretic peptide-converting enzyme
G-protein coupled receptor 12
Obscurin-like protein
putative SRSF protein kinase 3
Serine/threonine-protein kinase SRPK1
Ras GTPase-activating protein-binding protein
putative Zinc finger protein
KH domain-containing protein C56G2.1
La-related 4B-like protein
S6 kinase-like protein
Serine/threonine-protein kinase tousled 1
TyrKc
Tudor domain-containing 7-like protein
Rho GTPase-activating protein 190
Dynein heavy chain 17. axonemal
Sortilin-related receptor
Focal adhesion kinase
Rhomboid-related 2-like protein
Von Willebrand factor D and EGF domain-containing protein
putative Guanylate cyclase
putative Serine/threonine-protein kinase
putative Synaptotagmin beta
putative G-protein coupled receptor 174
Long-wavelength-like opsin
Glutamate-gated chloride channel
Long-wavelength-like opsin
Opsin Rh6
Long-wavelength-like opsin
Opsin Rh6
putative Protein kinase C
PI-PLC X domain-containing protein 1
Long-wavelength-like opsin
Synaptotagmin-11
WW domain-binding protein 2
Phosphatidylinositol 4-kinase alpha
GPI ethanolamine phosphate transferase 1
Ferric-chelate reductase 1

Temperature - significant gene expression profiles
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Cellular processes and signalling

Category U - Intracellular trafficking, secretion, 
and vesicular transport  
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KZS05199.1
KZS11733.1
KZS14740.1
KZS20766.1
KZS20087.1
KZS18403.1
KZS03247.1
KZS03320.1
KZS03033.1

E3 SUMO-protein ligase RanBP2
Nuclear pore membrane glycoprotein 210
Rab5 GDP/GTP exchange factor
Ras-related protein Rab-8A
SET and MYND domain-containing protein 4
Eukaryotic translation initiation factor 4G
Transitional endoplasmic reticulum ATPase TER94
Ran-binding protein
GTP-binding protein SAR1b

Temperature - significant gene expression profiles
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Cellular processes and signalling

Category Z - Cytoskeleton 
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KZS01700.1
KZS02886.1
KZS03635.1
KZS15440.1
KZS20780.1
KZS03739.1
KZS11346.1
KZS14430.1
KZS15917.1
KZS13631.1
KZS18254.1
KZS11732.1
KZS16371.1
KZS19142.1
KZS18339.1
KZS20050.1
KZS16485.1
KZS19663.1
KZS10824.1
KZS16374.1
KZS18592.1
KZS08959.1
KZS04523.1
KZS16096.1
KZS14906.1
KZS13841.1
KZS07129.1
KZS05569.1
KZS19274.1
KZS15442.1
KZS01472.1
KZS18561.1
KZS17327.1
KZS17482.1
KZS10082.1
KZS06976.1
KZS18588.1
KZS08711.1
KZS14177.1
KZS21418.1
KZS07027.1
KZS21646.1
KZS07092.1
KZS06651.1
KZS09616.1
KZS10574.1
KZS14603.1
KZS09121.1

Kinesin-like protein
SPEC
putative Vacuolar protein sorting-associated protein 62
Tubulin gamma-2 chain
putative Beta-taxilin
putative RNA exonuclease NEF-sp
Dynein light intermediate chain
Rho-associated protein kinase 2
Muscle-specific protein
Miniature spindles-like protein
Myosin-X
Cofilin/tropomyosin-type actin-binding protein
Tetratricopeptide repeat protein
putative LIM domain-containing protein 2
Fibronectin type III domain
Zeta-sarcoglycan
putative Fibronectin type-III domain-containing protein 3A
Alpha-actinin. sarcomeric
Myosin heavy chain
Tetratricopeptide repeat protein
Filamin-B
Dynein heavy chain
Beta-actin protein 2
Uncharacterized protein
Myosin-IA
putative Spectrin beta chain
Autophagy-related 8a
Variant SH3 domain
Adenylate cyclase type 3
putative Wiskott-Aldrich syndrome family protein member 3
Repeat of unknown function (DUF1136)
Troponin T
Beta-actin protein 2
Actin-related protein 2/3 complex subunit 3
Actin related complex p41 subunit
Twinfilin
Protein IST1
F-actin-capping protein subunit beta
Actin-related protein 2/3 complex subunit 4
Tubulin alpha-1 chain
Rac GTP-binding protein ARAC9
Kinesin Nod-like protein
Kinesin-like protein
S-isoprenylcysteine O-methyltransferase
Tubulin alpha-1 chain
Dachs protein
Tetraspan membrane protein of hair cell stereocilia
putative Myosin-Ie

Temperature - significant gene expression profiles

7/15



Metabolism

Category E - Amino acid transport and metabolism  
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KZS14796.1
KZS14797.1
KZS20167.1
KZS15272.1
KZS15764.1
KZS14414.1
KZS08063.1
KZS15133.1
KZS04428.1
KZS11539.1
KZS05729.1
KZS16122.1
KZS21788.1
KZS15242.1
KZS14617.1
KZS04832.1
KZS19876.1
KZS17344.1
KZS15401.1
KZS06769.1
KZS14750.1
KZS01724.1
KZS13935.1
KZS21471.1
KZS14409.1
KZS13654.1
KZS17623.1
KZS11949.1
KZS13287.1
KZS14147.1
KZS10588.1
KZS12523.1
KZS13314.1
KZS06744.1
KZS20195.1
KZS12313.1
KZS18945.1

putative Trypsin-7
putative Trypsin-7
Serine--pyruvate aminotransferase
Alanine aminotransferase 2
n4-beta-N-acetylglucosaminyl-L-asparaginase
Jonah 65Aiv
Glutamate--cysteine ligase regulatory subunit
Aminoacylase-1
putative Cell adhesion molecule 1
putative Cysteine desulfurase. mitochondrial
Eip55E
Puromycin-sensitive aminopeptidase
Ornithine aminotransferase precursor
Ionotropic receptor 93a
putative Alpha--fucosyltransferase C
Prolyl 4-hydroxylase alpha-related protein PH4[alpha]EFB
Clip-domain serine protease
prolyl 4-hydroxylase
Chymotrypsin-C
putative Trypsin-7
Tryp_SPc
putative Trypsin-7
Glutamate dehydrogenase
Alpha-amylase-related protein
Jonah 65Aiv
putative Alpha-amylase
Cysteine dioxygenase type 1
Cysteine dioxygenase type 1
putative Coagulation factor X
Kynurenine 3-monooxygenase
Large neutral amino acids transporter small subunit 2
putative Alpha--fucosyltransferase C
Alpha1.3fucosyltransferase-like protein
Alpha-(1.3)-fucosyltransferase 7
ABC protein. subfamily ABCF
Formin protein
Argininosuccinate lyase

Temperature - significant gene expression profiles
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Metabolism

Category G - Carbohydrate transport and metabolism 
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KZS11463.1
KZS09326.1
KZS19963.1
KZS01391.1
KZS06939.1
KZR98493.1
KZS08788.1
KZS14362.1
KZS21291.1
KZS05742.1
KZS20086.1
KZS18681.1
KZS21624.1
KZS05474.1
KZS08657.1
KZS13699.1
KZS15415.1

Major intrinsic protein
Maltase A6
Alpha-amylase 1
Uncharacterized protein
Acetyl-Coenzyme A transporter 1
Major Facilitator Superfamily
Transaldolase
family 31
Glyoxalase/Bleomycin resistance protein/Dioxygenase superfamily
ER degradation-enhancing alpha-mannosidase 3-like protein
Formimidoyltransferase-cyclodeaminase
SAPA
Protein RRNAD1
Uncharacterized protein
1.4-Alpha-Glucan branching enzyme
Chitotriosidase-1
Monocarboxylate transporter 14

Temperature - significant gene expression profiles
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Metabolism

Category I - Lipid transport and metabolism   
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KZS04100.1
KZS21172.1
KZS10838.1
KZS13985.1
KZS16578.1
KZS10791.1
KZS18358.1
KZS20468.1
KZS05119.1
KZS19837.1
KZS21298.1
KZS21329.1
KZS03488.1
KZS20475.1
KZS04570.1
KZS21011.1
KZS21012.1
KZS11164.1
KZS11136.1
KZS11693.1
KZS16890.1

Long-chain fatty acid transport protein 4
Luciferin 4-monooxygenase
putative Medium-chain specific acyl-CoA dehydrogenase. mitochondrial
Peroxisomal multifunctional enzyme type 2
Acyl-CoA dehydrogenase. C-terminal domain
Acyl-CoA dehydrogenase family member 9. mitochondrial
Gastrotropin
Isobutyryl-CoA dehydrogenase. mitochondrial
Acetyl-CoA acetyltransferase. cytosolic
Brefeldin A-inhibited guanine nucleotide-exchange protein 1
Protein Fatty acyl-CoA reductase
Protein Fatty acyl-CoA reductase
putative rRNA-processing protein EBP2
RNA cytidine acetyltransferase
Phosphatidylserine synthase 2
vitellogenin
vitellogenin
Glycerol-3-phosphate acyltransferase 3
Acyl-CoA-binding domain-containing protein 7
Platelet-activating factor acetylhydrolase
putative Group 3 secretory phospholipase A2

Temperature - significant gene expression profiles

10/15



Metabolism

Category P - Inorganic ion transport and metabolism   
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KZS03830.1
KZS13223.1
KZS11423.1
KZS04265.1
KZS14528.1
KZS21700.1
KZS02755.1
KZS12304.1
KZR97206.1
KZS19472.1
KZS08802.1
KZS17936.1
KZS22030.1
KZS07680.1
KZS08495.1
KZS13280.1
KZS18458.1
KZS02935.1
KZS01722.1
KZS14262.1

Transporter
Transient receptor potential cation channel subfamily M member 5
Zinc transporter 1
Sodium/potassium/calcium exchanger 6
Solute carrier family 41 member 2
Endoplasmic reticulum metallopeptidase 1
Calcium-transporting ATPase
Sodium-dependent serotonin transporter
Plasma membrane calcium-transporting ATPase 3
Mucolipin-1
putative Cation-transporting ATPase 13A2
Glutamate receptor. metabotropic
Amino acid permease
Short transient receptor potential channel 6
Protein FAN
Transient receptor potential cation channel subfamily M member 5
putative SET and MYND domain-containing protein 4
60S ribosomal protein L10a
putative Beta subunit of Na+/K+ ATPase
putative Glutamate--tRNA ligase. mitochondrial

Temperature - significant gene expression profiles
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Metabolism

Category Q - Secondary metabolites biosynthesis, 
transport and catabolism 
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KZS08909.1
KZS12288.1
KZS16407.1
KZS04436.1
KZS17828.1
KZS12473.1
KZS16674.1
KZS12537.1
KZS17471.1
KZS03026.1
KZS20142.1
KZS15426.1
KZS09610.1
KZS16269.1
KZS04807.1
KZS07637.1
KZR95589.1
KZS03178.1
KZR99365.1
KZS18124.1

Cytochrome P450-like protein
Cytochrome P450-like protein
Cytochrome P450 4B1
Sorbitol dehydrogenase
short chain dehydrogenase
putative Cytochrome P450 6a18
oxidoreductase activity. acting on paired donors. 
Cholesterol 24-hydroxylase
Transmembrane protein 199
putative Cytochrome P450 6a18
ABC protein. subfamily ABCH
Glutathione synthetase
ATP-binding cassette sub-family G member 2
Very-long-chain 3-oxoacyl-CoA reductase
Epidermal retinol dehydrogenase 2
putative Cytochrome P450 305a1
ATP-binding cassette. sub-family C. member 4
ATP-binding cassette. sub-family C. member 4
putative ATP-binding cassette. sub-family C. member 4
putative Nucleolar pre-ribosomal-associated protein 1

Temperature - significant gene expression profiles
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Poorly characterized genes
Category R - General function prediction only in artNOG 
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KZS13750.1
KZS01323.1
KZS06270.1
KZS02956.1
KZS09352.1
KZS19696.1
KZS04851.1
KZS20494.1
KZS09134.1
KZS19636.1
KZS13607.1
KZS14485.1
KZS06218.1
KZS11176.1
KZS21460.1
KZS14877.1
KZS04377.1
KZS15023.1
KZS19552.1
KZS11051.1
KZS03027.1
KZS08963.1
KZS07565.1
KZS14849.1
KZS16258.1
KZS12926.1
KZS17100.1
KZS16503.1
KZS12314.1
KZS06756.1
KZS18808.1
KZS11276.1
KZS18504.1
KZS03715.1
KZS15357.1
KZS16836.1
KZS08720.1
KZS12218.1
KZS07188.1
KZS20844.1
KZS22053.1
KZS12025.1
KZR98531.1
KZS13520.1
KZS10128.1
KZS15812.1
KZS20464.1
KZS03322.1
KZS13190.1
KZS01680.1
KZS09623.1
KZS16634.1
KZS13197.1
KZS10376.1
KZS03032.1
KZS11759.1
KZS16160.1
KZS05840.1
KZS12194.1
KZS07804.1
KZS15671.1
KZS14164.1
KZS20787.1
KZS13253.1
KZS02962.1
KZS12247.1
KZS13773.1
KZS03798.1
KZS04548.1
KZS01020.1
KZS08421.1
KZS17958.1
KZS00239.1
KZS16703.1
KZS06293.1
KZS14408.1
KZR97907.1
KZS16425.1
KZR99578.1
KZS15128.1
KZS11070.1
KZR99275.1
KZS04209.1
KZS19290.1
KZS02858.1
KZS22002.1
KZS18427.1
KZS07671.1
KZS08031.1
KZS19807.1
KZS20340.1
KZS17291.1
KZS18837.1
KZS04989.1
KZS04109.1
KZS15376.1
KZS15599.1
KZS12186.1
KZS16356.1
KZS20133.1

Uncharacterized protein
Proline-rich nuclear receptor coactivator 2
Uncharacterized protein
FR47-like protein
MAM domain-containing glycosylphosphatidylinositol anchor protein 1
Uncharacterized protein
Uncharacterized protein
Acetyltransferase (GNAT) family
SecA DEAD-like domain
CD80-like C2-set immunoglobulin domain
multiple C2 domain and transmembrane region protein
putative Integrator 12
Low-density lipoprotein receptor domain class A
G patch domain-containing protein 4
putative Zinc finger protein 652
DNA-binding protein K10
WD repeat-containing protein 43
putative RNA-binding protein 19
Nucleolar GTP-binding protein 2
putative Cytoplasmic tRNA 2-thiolation protein 1
p21-activated protein kinase-interacting protein 1
WD repeat-containing protein 75
Ribonuclease Z. mitochondrial
putative Eukaryotic translation initiation factor 4B
putative Small glutamine-rich tetratricopeptide repeat-containing protein alpha
Zinc finger protein RP-8
Large subunit GTPase 1
Polyribonucleotide nucleotidyltransferase 1. mitochondrial
No child left behind
WD repeat-containing protein 55
putative MKI67 FHA domain-interacting nucleolar phosphoprotein
U3 small nucleolar RNA-associated protein 4
Protein Peter pan
Guanine nucleotide-binding protein 3
U3 small nucleolar RNA-associated protein 18
U3 small nucleolar RNA-associated protein 6
tRNA-dihydrouridine(47) synthase (NAD(P)(+))
WD repeat-containing protein 74
RNA recognition motif. (a.k.a. RRM. RBD. or RNP domain)
ATP-binding cassette sub-family F member 2
putative Neuroparsin
Delta(24)-sterol reductase
putative Multidrug resistance protein 2 atp-binding cassette protein c
SecA DEAD-like domain
SecA DEAD-like domain
Uncharacterized protein
Prostaglandin reductase 2
Alcohol dehydrogenase A
putative Secreted protein
Retinol dehydrogenase 12
putative Carboxypeptidase B
Sulfotransferase 1C2
Lactoperoxidase
putative Transcription factor A. mitochondrial
Iron-sulfur cluster assembly enzyme ISCU
Store-operated calcium entry-associated regulatory factor
Serine hydrolase
Arrestin (or S-antigen). N-terminal domain
heterochromatin organization
SecA_DEAD
Pickpocket 9
Uncharacterized protein
Corticotropin-releasing factor-binding protein
1-acylglycerol-3-phosphate O-acyltransferase ABHD5
cAMP-responsive element-binding protein 2
Ankyrin repeat
Multiple inositol polyphosphate phosphatase 1
Uncharacterized protein
putative FERM domain-containing protein 4B
Beclin-1-like protein
Extra macrochaetae-like protein
Actin-87e
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Pol-like protein
CDGSH iron-sulfur domain-containing protein 1
putative Alkyldihydroxyacetonephosphate synthase
chemosensory protein
Pantothenate kinase 4
pol-like protein
Guanine nucleotide binding protein. beta subunit
Chorion peroxidase
Integrin-alpha FG-GAP repeat-containing protein 2
Kinase D-interacting substrate of 220 kDa
PTN/MK heparin-binding protein family. C-terminal domain
Synaptonemal complex protein SC65
putative 18S rRNA (guanine-N(7))-methyltransferase
Zinc finger protein 257
putative Prip interacting protein. pimt
Hippocampus abundant transcript 1 protein
metal ion binding
Carboxylic ester hydrolase
Carboxylic ester hydrolase
putative ETHE1 protein
Peritrophic matrix-like protein
Calcium-activated chloride channel regulator 2
Uncharacterized protein
Cuticular protein

Temperature - significant gene expression profiles
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Poorly characterized genes
Category S - Functions unknown in artNOG
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KZS16966.1
KZS13247.1
KZS17178.1
KZS06958.1
KZS09846.1
KZS21622.1
KZS17637.1
KZS14686.1
KZS17597.1
KZS03017.1
KZS14782.1
KZS19856.1
KZS14662.1
KZS14660.1
KZR96899.1
KZS21364.1
KZS07488.1
KZS11415.1
KZS08726.1
KZS08322.1
KZS11436.1
KZS18446.1
KZS22056.1
KZS12378.1
KZS06933.1
KZS06970.1
KZS17672.1
KZS17473.1
KZS11194.1
KZS17516.1
KZS19048.1
KZS05136.1
KZS19617.1
KZS07006.1
KZR96660.1
KZR99871.1
KZS17011.1
KZS12423.1
KZS13353.1
KZS04134.1
KZS12414.1
KZS10518.1
KZS18980.1
KZS06437.1
KZS19450.1
KZS08904.1
KZS10908.1
KZS05197.1
KZS14600.1
KZS05799.1
KZS21757.1
KZS20948.1
KZS12360.1
KZS11554.1
KZS17306.1
KZS07478.1
KZS07082.1
KZS09617.1
KZS14381.1
KZS11232.1
KZS13093.1
KZS06321.1
KZS03513.1
KZS05558.1
KZS05707.1
KZS19070.1
KZS11677.1
KZS16519.1
KZS18154.1
KZS09257.1
KZS05958.1
KZS17082.1
KZS15800.1
KZS15902.1
KZS21902.1
KZS08940.1
KZS04754.1
KZS19651.1
KZS08470.1
KZS04391.1
KZS07015.1
KZS12906.1
KZS08842.1
KZS01727.1
KZS13497.1
KZS02333.1
KZR97708.1
KZS07195.1
KZS05157.1
KZS03799.1
KZR97438.1
KZS15365.1
KZS03440.1
KZS07513.1
KZR96337.1
KZS10555.1
KZS08972.1

Protein of unknown function (DUF3105)
Stress-associated endoplasmic reticulum protein 2
Ninjurin C
Msr-110 protein
Uncharacterized protein
E2F-associated phosphoprotein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
putative Cuticular protein analogous to peritrophins 1-G
Uncharacterized protein
putative Phosphatidylserine synthase
Uncharacterized protein
Uncharacterized protein
putative Tetraspanin
Protein FAM151A
Cag-like protein
Protein of unknown function (DUF1279)
putative Pentatricopeptide repeat-containing protein 1
V-type proton ATPase 16 kDa proteolipid subunit
UPF0480 protein
Uncharacterized protein
Abnormal spindle microcephaly-associated-like protein
Hydroxyacid oxidase 1
UHRF1-binding protein 1
S phase cyclin A-associated protein in the endoplasmic reticulum
Pecanex protein 1
Lethal (2) k05819
Patj
CAS1 domain-containing protein 1
Anoctamin
Calcium-binding-like protein
Neuroblastoma-amplified sequence
IG
Uncharacterized protein
Uncharacterized protein
putative Coiled-coil domain-containing protein
DM4/DM12 family
cAMP-dependent protein kinase type I regulatory subunit
Uncharacterized protein
putative Phosphatidylethanolamine-binding protein F40A3.3
UPF0533 protein
putative Innexin inx3
UV-stimulated scaffold protein A
Cytochrome C oxidase assembly factor
Uncharacterized protein
Uncharacterized protein
putative Histone-binding protein Caf1
Transmembrane and coiled-coil domain-containing protein 7
Protein FAM117A
Sodium-coupled neutral amino acid transporter 10
Gametogenetin-binding protein 2
Digestive organ expansion factor
Zinc finger CCCH domain-containing-like protein
Pentatricopeptide repeat-containing protein 2. mitochondrial
Nucleolar protein 11
putative Ribosomal L1 domain-containing protein
putative Coiled-coil domain-containing protein 86
Constitutive coactivator of PPAR-gamma protein 1
HEAT repeat-containing protein 1
RRP15-like protein
H/ACA ribonucleoprotein complex non-core subunit NAF1
putative U3 small nucleolar RNA-associated protein 14 A
RRP12-like protein
Nucleolar protein 6
UPF0368 protein Cxorf26
Nop53 (60S ribosomal biogenesis)
Modulator of nongenomic actions of the estrogen receptor
Pseudouridylate synthase 7
Dynein assembly factor 5. axonemal
putative Homeodomain transcription factor
Translation machinery-associated protein 16
Uncharacterized protein
Uncharacterized protein
F-box only protein
ER membrane protein complex subunit 3
Vacuole membrane protein 1
Methionine synthase
Codanin-1
Protein BUD13
putative Testis-expressed sequence 10 protein
putative C9E9.15 protein
Proteasome-associated protein ECM29
Urea transporter 2
Transcription factor HNF-4
Uncharacterized protein
Uncharacterized protein
putative Triacylglycerol lipase
Haemolymph juvenile hormone binding protein (JHBP)
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Globin
Uncharacterized protein
D7 protein
Major facilitator superfamily domain-containing protein 6
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Poorly characterized genes
Category X - No result in artNOG database
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KZS14457.1
KZS07585.1
KZS15325.1
KZS14531.1
KZR96473.1
KZS19471.1
KZS15394.1
KZS12204.1
KZS15416.1
KZS15418.1
KZS11702.1
KZS17635.1
KZS20751.1
KZS05842.1
KZS07597.1
KZS10753.1
KZR96719.1
KZS18417.1
KZR99949.1
KZR99018.1
KZR97320.1
KZS08524.1
KZS13749.1
KZS12522.1
KZR99211.1
KZS00326.1
KZS06947.1
KZS16940.1
KZS04613.1
KZS11625.1
KZR97720.1
KZS11619.1
KZS04831.1
KZS00111.1
KZS12645.1
KZS13200.1
KZS11361.1
KZR99393.1
KZS04336.1
KZS18609.1
KZS04335.1
KZS09284.1
KZS05640.1
KZS14866.1
KZR98714.1
KZS19990.1
KZS13662.1
KZS11411.1
KZS06154.1
KZS11477.1
KZS03711.1
KZS06252.1
KZS04852.1
KZS17204.1
KZS11462.1
KZS16553.1
KZS10216.1
KZS14847.1
KZS19418.1
KZS04280.1
KZS19119.1
KZS19118.1
KZS08984.1
KZS07160.1
KZS06787.1
KZR97941.1
KZS00236.1
KZS20280.1
KZS14661.1
KZS14468.1
KZS05356.1
KZS10891.1
KZS17021.1
KZS16807.1
KZS06855.1
KZS00820.1
KZS13161.1
KZS03864.1
KZS04429.1
KZS01822.1
KZS00999.1
KZS17998.1
KZS12755.1
KZS12036.1
KZS12496.1
KZS21174.1
KZS21279.1
KZS03966.1
KZR96833.1
KZS01823.1
KZS21053.1
KZS20708.1
KZR99922.1
KZS15296.1
KZS14554.1
KZR96069.1
KZS07662.1
KZS13726.1
KZS16599.1
KZS10918.1
KZS19207.1
KZR96250.1
KZS05825.1
KZR97757.1

Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Endo-beta-1.4-mannanase
Uncharacterized protein
putative Transcriptional factor muscle segment homeobox protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Zinc finger cchc domain containing-like protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
putative Zinc finger protein 618
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
putative C1q and tumor necrosis factor-related protein 2
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Cellobiohydrolase CHBI
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Vitelline membrane outer layer protein 1
Uncharacterized protein
Helicase c-terminal domain containing-like protein
Uncharacterized protein
Uncharacterized protein
putative Swi5-dependent recombination DNA repair protein 1
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
Uncharacterized protein
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