
EPA - significant genes

 Abbreviations

[E] Amino acid transport and metabolism  
[J] Translation, ribosomal structure and 
biogenesis 
[O] Posttranslational modification, protein 
turnover & chaperones 
[P] Inorganic ion transport and metabolism 
[Q] Secondary metabolites biosynthesis, 
transport and catabolism 

[R] General function prediction only in 
artNOG
[S] Function unknown in artNOG
[T] Signal transduction mechanisms 
[U] Intracellular trafficking, secretion, and 
vesicular transport 
[X] No result in artNOG
[Z] Cytoskeleton 
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KZS20105.1
KZS07853.1
KZS18664.1
KZS14111.1
KZS17916.1
KZS03735.1
KZS04237.1
KZS11357.1
KZS16114.1
KZS21774.1
KZS15908.1
KZS03589.1
KZS17311.1
KZS08399.1
KZS02578.1

Aromatic-L-amino-acid decarboxylase
Carboxylic ester hydrolase
Uncharacterized protein
Myosin-IB
Uncharacterized protein
Charged multivesicular body protein 1a
Collagen type IV alpha-3-binding protein
Angiopoietin-1 receptor-like protein
Glycerol ether metabolic process
Endo-beta-1.4-mannanase
Animal haem peroxidase
High-affinity choline transporter 1
60S ribosomal protein L4
Isoleucine--tRNA ligase. mitochondrial
putative THAP domain-containing protein 2
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KZS08908.1
KZS06769.1
KZS11091.1
KZS21774.1
KZS05717.1

Cytochrome P450
putative Trypsin-7
Uncharacterized protein
Endo-beta-1.4-mannanase
Opsin Rh6
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Combined effects of EPA and temperature


