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Hypervariable Essential GO Annotations in Breast Tissue

cellular
ositive regulation mammar RNA regulation of regulation of carboxylic i
- . neural transcription ear ; / ; g o : cellular response | ransmembrane receptor II‘GSEOHS‘:‘ o response to . 4 purln(.e regulation
regulation ’ of blood land biosynthetic | embryonic P protein serinefthreonine | PU"I"e~containing ; ; acid  |nucleotide] of ipia
g crest ce d [organic cyclic : :
DNA-templated development . . to grOWth factor kinase signaling pathway (Elolnf okt biosynthetic [metabolic biosynthetic
of cell development circulation |development| process [development _ compound process | process process
chordate embryonic proliferation stimulus cellular cellular
development epithelial tube negative cell salivar respoNSe t0 | . uamostormedes ,
regulation o OSPIAHCHINORIORECIRE q regulation
artery melanocyte branching |CONVergent| regulation |morphogenesis nudeobisleiwm;inmg glandy response cytokine signaiing steroid prect-conaiig gf ipid
. .. . . ) . . . SN B . q compoun
regu|atI0n Of g dlﬁerentlatlon e Iung eXtenSIOn of kldney involved in metabols: prodcess d | I H f W to Ilpld Stimulus blosynthetlc biosynthetic | matabolic
thelial cell morphogenesis morphogenesis development | differentiation evelopmeng regulation or Wnt regulation | | process process rhcess
epitnelial ce Al e carboxylic acid
. signal i —
: : » ] ) cellular responsetolgrowth factor stimulus ; Tnucloes
pro“fera'“on : : Smooth positive negatlve regulation o regulatlon dichotomous p : gl lr:a-puubc u.1 'u;-apuno.c w cym»nu::;::;mea.ma blosxntheSIS 20side
epithelial I regulation of (regulation of N of cell  |subdivision of signaling | corticosteroid |interleukin-4  osphorylaior] PMOSPNOTUS | Phosphate
epidermal cell |cell migration MUSC e muscle organ | cartilage gi I _y_ fate an epithelial pathway metabolic | catabolic
iti S e contraction development development ffferentiation commitment | terminal unit cellular respomnse collagen-activated lati - cellular process protl:tetss
: . . - .. [regulation
POSIEVE regulation of striated =NA to retinoic acid tyrosine kinase .reﬂgua|0rti | response Ei‘f?lKaZ"d coenzyme | terpenoid ofgile .
regulation DR i renal system coronary | Harderian polarized determination | InFammatony| hiosynthetic| metabolic :
L h . 0 metal
of cell ep|the||a| cell muscle tissue i Yy hemopOIeSIS vasculalure. gland dZ\c/)(te?oC r$1rednt epithelial cell [metabolic| of left/right signaling pathway response ion cascade process S — metabolic
: - differentiation | development negative vasculature morphogenes's | jeyelopment PMENY differentiation process | ™€ fransmembrane receptor| Wnt signaling response alveerol| reguiation of Pibose
SR . . . ’ . . : acylglycero
differentiation reguleiigrdate ‘ermbryonic development protein serine/threonine [Pathway involvedjresponse to to | [ePomeer bioys?/ri/theticce"mar ketone| phosphate
positive of cell | endochondral | cargiac rignt |™ESENCYma! coumonsr | TOPhogenesiskinase signaling pathway| 1 heart lithiumion | ~ ™ |interleukin-6 metabolic | biosynthetic
lif ; embryonic limb bone ventricle © gliogenesis o sene ofan development insulin e RLOCESY Drocess
r lation roliferation i morphogenesis . is| epithelial paesmaependent | epithelial . " - ' o
efgu ﬁtlo : regu|Iatlon Of‘ - morphogenesis Merenogenesi transition e sheet negative positive ; ; ;igcl{elﬁtt:;nr negative :L::Z‘:
e regulation TSETRREIERE regulation branch i negative regulation regulation nEgaNe regHaton protein regulaton| ion homeostasis
. component elongation [oigogendrocyie]  M€U™O" lung-associated | o qj|ation | aortic valve . . of cellular | ofcell
embryonic : of organ requlation | of stem cell O o€l projection | Mesenetvme | b e level of signal of signal taboli metabolic| growth action
movemen g of an differentiation development evelopment} . _ metaboliC process
epithelial tube € dr?]:Othe“_al _ceII ovement morphogenesis|  of RNA  |proliferation| epithelium development development transduction | transduction = potential
Ifferentiation - —cell-substrate junction.assembly o
| . ' g i columnar/cuboidal | €Mmbryonic . . : - calcium-independent
formation striated metabolic ureter vecicla |morogeness otic Ie.ns flbe.r (?ell epitvelial all | digestive tract S eplthella regulation regulation P— _ .celll—cell adnes:n
process theli (el WesEE of an vesicle differentiation| difterentiation development p cell I—substrat " of cellular organization establishment or || Viaplasma membrane
muscle cell . h UrotNEIUM morphogenesis| .\ oo 14 regmesenchymal cell celr su= 1% of protein component maintenance of |« AT
. . metanepnros development i mammary . | Jptotig Junction .| organization ithelial cell  Jrua piasmamembrane
d|fferent|at|0n p bone p formation el e dler regulation Oapoptotlc process p assembly metabolic — - e;)[il)iC;;Ea(S:Zl c pcen—Tdne‘swon 3
ositive development . = regulation i requlation development| epithelium d':f fatt.cetl'l communication | process process | Positive regulation of i -
p mineralization| of smooth vasculawre | of nervous | male gonad : development |2 cnuation reguiation of — developmental growth :r—ce”-OIE;nt 1 uscle cell
el regulation . - muscle cell Cg:;lgggsgt;;e system |development trf:lnus'?;:‘r’r:r:g cell migration |€ndodermal intracellular modified T A p y adhesion
endothelium of cellular | regulation of regulation B—— proliferation development growth factor involvled.in cell fate negative signal s enyie aminq| @MINO acid i regulaﬁlon of
3 . . : 1l t i i i i o n memuprane adrenomedullin
development metabolic vasculature of cellular regulation negaiive negative _[beta production gas ru-a ion |commitment]  regulation transdgctlon otreuord D Sdlified amino-acid transport transerbtion ST
d Velopment biosynthetic of gene nose il of atall)n d ofr:J:slztclj:m rz?r:t?“g:igf bronchus | "89U310N O 1 e art field el re:]u(l)at:gtr?cof HEink (el organic acid ion regulatory region Spig?:"zg
€ . devel lament-base y lymphocyte icati poptoti b L i
process ression evelopment dEvElEEmEi ymphocyt o communication transmembrane transmembrane DNA binding
process express movement | development | development P activation |SPeciieation signaling pathway transport fransport |




Hypervariable Essential GO Annotations in Cerebellum Tissue

i regulation amine organic g e o transmembrane
regulation euron striated epithelial regulation of | < oo t t acid |wansmembrane|cellular response| f€SPonse to anterograde  |receptor protein
: : L ' ranspor inoic aci |
regulation of |regulation of| of nervous - i | muscle cell migration | S€Crelion 1 o nsport P transport | """ | to growth factor | "etinoic acid : pore
cell development [angiogenesis| system projection | gliogenesis tissue Hmul cellular trans—synaptic |tyrosine kinase
- stimulus . . . .
developmentdeveIOpment development peptide relaxation r?rgamc regaon response to signaling Sl
. rox i .
vesicle-mediated of cardiac yaroxy . of iitt')n ’ metal ion pathway
: transportin | Ormone | SOTFILNE] | METE s cellular
anion transport n : muscie transport movement cellular T T
tral synapse | secretion response to
centra mep i anterograde
, L — respo
regulation ar columnaricuboidal|  enous lung regulation of epithelial-cell migration, e | reguiation of | mast cell " P7cellllar response to,:ine _ 1 and]
epithelial cell epithelium | epithelial cell _ : establishment ) Smoo he th factor stimul seie-neanse-nel [ ANS=SYNAPLIC ERK?2
of cell development | gifferentiation  |SYStem neuron differentiation regulation regulation| transport of proteln cytokine | muscle growtn Tactor stimuldsmulus sy signaling
morphogenesis differentiation development positive regulation of blood of ion localization |production contraction regulation of response to cascade
fibroblast growth . _
s gzllier circulation transport drug response to factor receptor purlzsr;(;?)r::;nlnm
central . . jcomponent movement transmembrane ticosteroid | signaling pathway . .
: spinalcord | reqyation of |dopaminergic| Harderian . transport endocytosis receptor  |eericosiere! I regulation of adaptation [regulatiory
negative hemopoiesis Nervous 0"9°di:ﬁfocyte cartilage e gland : regulation internalization response to| response to phosphorus of of Notch
regulation system_ differentiation | development | differentiation [development regulation of organic anion of T regulation of cellular insulin thyroid hormone Jmetabolic process| signaling |signaling
segmentation i : i i i
: neurotransmitter intracellular epithelial response stimulus athwa
of cell regulation of cell development transport tracellulal transport | 'dp transmembrane | o? anic P Y | pathway
differentiation pancreatic ' + | oligodendrocyte [central nervous| regulation| paraxial transport transport uid transport transport cyglic response to | response to phosphorylation regulation of
regulation o . - i in—0| interleukin—2 integrin—-mediated
PP cell osteoblast cellfate  |system neuron|of dendritejmesoderm positive RNA refayE negative regulation of j.compound e T jgnali
differentiation | SPecification | development i i " . i . . r lation f i epithelial intestinal i
chordate fate extension | formation positive regulation rfegulatlon biosynthetic eg;x a IF rei?'f;i.c’” cel;:ﬁ; Ecl;(l)iLEIn pce” S regulation of
- [ - of response , 1f -
embryonic [commitment lacrimal | mammary Imesenchymall of macromolecule P process OV B |communication|  process | regulation of | smetwe Ipid metabolic
: : land land . _ to external _ proliferation ... lapoptotid cellular cation regulation of
development t . regulation | coumrareuboce | gllan glan stem cell | metabolic process stimulus | "egulation of oo hiation E——— NeUlrequlation of B : liid holi
MELANEPATOS| - offatcell | deveopmen: |developmentdevelopmentdifferentiationf tracellular . regulation o seionet cess| . | homeostasis ipid, metabolism
development differentiation X ) _ Of pI’Otem macromolecule nucleobase-containing neuron deaﬂlpoptotic . of lipid metabolic
trachea | regulation of | regulation positive signal metabolic | Piosynthetic | et ” . process | NOMeostasis process
femal nad cartilage stem cell of organ positive cegiation {EanSe i ; : orocess posiive regulation involved in
emale gona . Hearantiafi h , _ positive regulation of cell proliferation : of cell death ositive
development epithelial to pituitary — development differentiation [morphogenesisj regulation of cell positive Ir-legative RNA regulation of development | positive regulation of S p .
h | gland differentiation| _ regulation of mammary communication|  regulation ; leukocyte T rec |ati w‘m‘i:lﬁ‘lon
mesenchyma macrophage land of cell . regulation metabolic y . negative regl'”atlon of of reguianon o
transition ~ [development : 9 endodermal S of signal i chemotaxis | equiation of platelet - 1
derived foam lif of signal g lipase activit
ol epithelium | ceiae [, e | proliferation e uction | Process [regulatonof | .- L neennsion|extraceliular |- JBARS ACHYIN el =
trocyt : , aifereniation_|developmenterinert " \ation of transduction ‘ fibroblast | Negative regulation of matrix activity | s
SRiaI brain sriaed - fONE ST regulation of | - negative regulation of | o ooreton. | reguiation of jregulation of| weauaionol | prolfteration|cell-substrate adhesion | o o ouo
differentiation : muscle cell |vasculature male gonad |regulation of regulation of - DNA-templated| RNA metabolic epithelial cell G;Z:"i‘: Cr‘:iz_':d regulation of | negative regulation regulation of g phenol-containing
segmentation| differentiation [developmen g iomi - gene expression receplorprotein | I orecursor| of cell-substrate ‘ - . ,
biomineral tissue . . p biosynthetic
Y compound biosynthesis
devel (| Gl process roliferation [sionaing pathvay : P y
cvelopmen development P cell proliferation adhesion process




Hypervariable Essential GO Annotations in Frontal Cortex Tissue

EREIT regulation tid th
. . . | m
neuron regulation regulation striated transmembrane ositive . . peptce histamine SIMoo
llul P i
o of nervous . : . - cellular response : epithelial  |endocytosis| hormone muscle
- : projection of cellular of gene  |muscle tissue| gliogenesis | receptor protein regulation L secretion
positive regulation of system _ : : to growth factor ¢ cell cell migration secretion contractionl
- e development | component expression |development tyrosine kinase : orce
cell differentiation o development : _ stimulus T
organization signaling pathway relaxation
regulation regulation regulation regulation of [ organic acid anion
positive n : of cellular RNA lacrimal transmembrane |transmembrane of cardiac
of protein | yanscription, . . . bligodendrocyte] Of RNA . : transport
regulation of metabolic | - protein  |biosynthetic| gland difterentistion | metabolic positive anterograde negative regulation of transport transport muscle
iti i i development : \ _ '
positive regulation cell death metabolic | process P rocess | reQUIALION | i wuoeoise medares | regulation |blood circulation :
process process p : sgnaling trans—synaptic lati regulation .
of macromolecule oatve of signal o of cell regulation _ azole amine
boli ezl e ol o regulation of - signaling | communication of | ofamine
metabolic process striated macromolecule| F€QUIAtION Of bone cardiocyte lamellipodium| dendritic spine | oo, | transduction i J\EDE!J?" (t:realllnrsnpl)%rr?tlﬁn nsport | transport
. . . . : . . : ccompound -
el el biosynthetic | biosynthetic | mineralization differentiation organization [morphogenesis = : : : regulatlon i N—
process process regulation of | negative regulation ERK1 and - reguiation of |regulation|
. . . . . . ) o resicle-mediated L_ | t \t
regulat|on of cell differentiation neural ureter positive lati i intracellular regulanon of Notch . neurotransmitter | of lipid transport in tgu amale
; regulation . odontogenesis of | - o g lation of hindlimp | 'CoLatton @ . . . . ERK2 organic transport transoort | ™" ranspor
morphogenesis of crest cell | urothelium | dentin—containing developmental [morphogenesis|  C27tage signal of signal signaling Sl p
developmentdevelopment| " rowth development] 1 ansduc'; : AN ¢ n POSHiC g Iaon st arte :
_ _osteoblast_I— : ol : ransauctransmembrane receptor protein of cellular transport | systemic arterial | physiological |
hemopoiespositive regulation of cell differentiation muscle ‘ Fereceptey | oo onali h component movement blood pressure | muscle | monoamine | ofon
- . . epithelial regulation of cell kidney regulation | compartment mediated YFOSIUQ,%,QJ[]?SG signaling patnway mediated by a | hypertrophy transport transporter
positive regulation of - LIl nitric oxide epithelum | of organelle|  patter | phosphorus | response to i | chemical sianal activty
regulation i cell i g : of response | phosphorylation organic |
. . g SEYMEAEICR biosynthetic | @POPLOIC | development |organization| specification |  stimulatory metabolic |corticosteroid] . regulation of i
cell proliferation liferati y J o external cenlEilem af id : import
of neuron profferation] process | process signaling dmul process 9 clel establishment | = ™% | across  |ammonium
female gonad central i cellular SUmLus ion transport  |transport| of protein plasma | transport
g death nervous i ECEE oligodendrocyte protein Colliayetoical amacrine cell mesenchymal pathway regulation of positive regulation of p p localization HAISROR membrane
__ | development system gland el | odification| o | diferentation e G-protein coupled | responseto | Tegulation |Pateet-dered | response positive positive i
ification A . N growth factor : negative
chordate embryonic SRR e e T | receptor protein | monosacenarie | of immune fo o aneond to amine : i regulation of e
development negative of organ negative RNA e response | pemey reauaen | reoatonot % transferase | aIrllot;.](jj)ative
metanephric regulation of . of actin upramoleculal f hvdrol - CE
. : . . - . regulation of i T2t ! Ol hydrolase activity |
regulation ~ [morphogenesis| dendrite | regulation | cardiac ight | gomeruius Imetabolic| male gonad | L C regulation of cefiuiar | CEMUIA" SOV | wnt | cvtoskeleton | fiber lation of i regulation of
. of cell ventricle vasculature development response of long—term| organization organization I'EQU'@'[_I_QI'I] () |p.@§§,§9tl. |t,xu.~..'e —
of cell extension 1 [roohogenesideelopment process o o leukocyte [response to © neuronal | signaling lati ¢ transcription| reguiation | ce||-substrate
iferati growt narcuboidal [2CY1GIYCETO adenylate : tid synaptic i i regulation o lat f %
ear development proI|ferat|on melanocyte . " °°'Zp.milf§|”§§f . biosynthetic megakaryocyteg cyclase-modulating chemotaxis| PEPIT histamine plilalstizitv pathway | regulation of actin.__ . J .. r:]?gna;?; isomoerase adhesiorn "N
regulation of - — regulation regulation of lung negative P — development | G-protein coupled cellular cytoskeleton Ilpase activity binding | activity oi urine
macrophage derived |differentiation of stem cell | epitheial cell | epithelial regulation process receptor signaling cellular cellular | cellular response to [response to] il -
foam cell liferation | differentiation CEl Oflbone forebrain  mesenchymal establishment of pativiay response [©POnse 10l response |brain-derived|isoquinoling juiiCLiOI TN rane Inizsifhz
differentiation = el eration ditferentiation "< <™ ™| Heuron fate |cell apoptotic| PMea ce! - alcohol ¢ ket neurotrophic | - alkaloid | assembly [invagination epithelial » [
. negative pancreatlc i positive | commitment process aplce:llb;sal cellular to I|p|d PhEils factor stimulus] b7 cellular structure :L:s;t mast Ce”
regulation of e pp cell | SPnalcord cential myeloid 1 ¢ julation . - response to | cellular | "tricoxide | oo | FESPONSE | reguiaton of —— |regulation of| cCellularication'homeostasis ! N i
regulation of oligodendrocyte| nervous | progenitor ~ " [superoxide mediated to neurotrophin}l  protein . . acion Mediamediated —
angiogenesis ; fate of lipid . adult heart | pseudopodium forganic cyclic : BT EE e TRK receptor —ation | EXtracellular fhomeostasis tissue otential [immul
g g nitrogen compound cell Isystem neuron| cell . anion = g Yy response to signal factor receptor ICi P localization . P ’ .
i diff iati differentiation (di iation] M 2Role : ST SR | R compound P : iop [ignaling pathwa caicium 1 signaling to membrane matrix homeostasis Immumty
metabolic process [CommMitment differentiation differentiation) pocece [generation p retinoic acid| transduction ion pathway Qrganization |




Common Hypovariable Essential GO Annotations

negative regulation of
NF-kappaB transcription
factor activity

regulation of

nucleobase-containing

compound
metabolic process

transcription,
DNA-templated

RNA biosynthetic process

negative regulation of NF-kappaB
transcription factor activity

peptide transport

protein localization
to organelle

viral budding

regulation of RNA
metabolic process

regulation of
macromolecule
biosynthetic process

peptide tr

regulation of cellular
protein localization

ansport

lysosomal transport

multivesicular body assembly

viral release from host cell

viral release from host cell

virion assembly

proteolysis involved in
cellular protein catabolism

endosome organization

positive regulation
of viral process

regulation of type | interferon production

regulation of
gene expression

RNA metabolic process

vesicle-mediated
transport to the
plasma membrane

protein localization
to membrane

mitochondrial DNA
metabolic process

nucleotide—excision

rmitochondriabgenome-maintenance

recognition

DNA repair

mitochondrial genome maintenance

regulation of
cytokine—mediated
signaling pathway

response to
gamma radiation

regulation of neuron death




Hypovariable Essential GO Annotations in Breast Tissue

: positive
regulation of requlation of Golai icl tid lateral lati
.. : : olgi vesicle eptide i regulation
nucleobase—containing regulation of : 9 regulation of cellular . S chordate embryonic | eqoderm | OO
_ DNA repair macromolecule _ L lysosomal transport transport transport development of cell
compound gene expression . . protein localization development| . o
: biosynthetic process differentiation
metabolic process
chordate embryonic development
regulation of cellular protein-localization
protein localization positive o
positive
_ nucleotide—excision to membrane i regulation regulation
positive regulation stress—activated ir DNA d . regulation of type. I ot gf cel
transcription MAPK q repair, amage . . receptor interferon production g =
of macromolecule ' cascaae - protein localization transport along ternalizati transduction | communication
DNA-templated recognition : internalizationy ransduction
metabolic process to organelle microtubule
positive regulation of
: exosomal secretion
DNA repair cellular negative
u . : .
cellular regulation protein modification by E—
response to f lul . Cytoplasmic Il tei | and presentation
response to Jr— of cellular negative cellular nratein | SMal proteinremoval j =t ree e
_ : ; ; : , ; regulation MRNA i ificati p—
s ol RNA biosynthetic | nitrogen levels starvation metabolic mitochondrial regulation stress granule ¢ . I : modiﬁprOtem modification by Vi MHC claea
metabolic process of organelle rocessin mall protein removal
p process process genome of cellular assembly ag_ ~tion P bod J processsa protein remova
: rganizati
maintenance component °org y
organization R ; i
cellular g | histone modification
negative regulation | - regponse cellular mitochondrial genome maintenance :
of cell death to response to negative regulation of| pigment granule ositive
ammonium |light stimulus cell proliferation organization requlation
i mitochondrial DNA [ ivesi ' i olyol i
regulstllc_)n of RNA e ion multivesicular | synaptic vesicle rpnull.qf_inn n]f npllllullar b I'p 4 : rel:;:;r?rlom
metabolic process metabolic process | . : : body assembl buddin : _ regulation of cellular catabolismbolic
T v 4 g mitochondrion : : atabolic process host cell
signaling pathway cellular response to : viral budding process
. disassembly
unfolded protein




Hypovariable Essential GO Annotations in Cerebellum Tissue

DNA repair

nucleotide—excision
repair, DNA damage
recognition

proteolysis involved
in cellular protein
catabolic process

strand invasion

cellular response
to peptide
hormone stimulus

cellular protein
modification process

cellular response
to alcohol

DNA repair

mitochondrial DNA
metabolic process

purine—containing
compound
biosynthetic
process

regulation of

regulation of cellular
catabolic process

cellular response
to organic cyclic
compound

mitotic DNA damage

checkpoint

cellular response
to ketone

response to
interleukin—4

nucleobase—containing

regulation of

compound
metabolic process

positive regulation
of viral process

rpositive regulation of viral process

multivesicular
body assemblyj

positive
regulation
of signal
transduction

transcription,
DNA-templated

nucleosome . i
e e cellular protein nelga.'uve f lysosomal transport
o o nuclear division I y L EEETE e R regulation o
protein oligomerization localization g 9 epidermal growth
of cell cycle factor—activated
receptor activity
—protein oligomerization
autophagosome
organization : :
protein regulation of . . nanativa peptide transnort Golgi vesicle
localization to extent of | negative regulation of cell cycle lysosomal transport port
protein localization ribose phosphate regulation of
pre—autophagosomal cell growth bi theti NE—K B
to organelle Structure mitochondrial 'osynthetic appe
genome maintenance process transcrlpt.lc?n
factor activity
. o transmembrane vesicle—-mediated
_ positive regulation : : , : : transport to receptor
positive regulation regulation of viral budding receptor protein Whnt signaling P _ p .
: of cell death e the plasma | internalization
of cellular gene expression tyrosine kinase pathway b
. , membrane
metabolic process signaling pathway

chordate

development

embchordate embryonic development

dopaminergic
ron
differentiation

response to
gamma radiation




Hypovariable Essential GO Annotations in Frontal Cortex Tissue

DNA repair

regulation of
gene expression

RNA metabolic process

negative regulation
of macromolecule
metabolic process

regulation of

nucleobase-containing

compound
metabolic process

regulation of
macromolecule
biosynthetic process

transcription,
DNA-templated

negative

regulation

of signal
transduction

regulation of ERBB
signaling pathway

positive regulation
of macromolecule
metabolic process

regulation of RNA
metabolic process

RNA biosynthetic
process

negative
DNA repair

ICHUI vl

of cell
communication

cellular protein
modification process

histone modification

regulation of
intracellular
signal transduction

positive regulation of
signal transduction

positive
regulation
of cell
communication

: _ cellular
regulation of regulation - DNA eotideoxcis
. . nucleotide—excision
cellular protein|  of protein sriero'd biosvnthetic repair, DNA MRNA lysosomal
, . [ | i , .
metabolic metabolic A Y dama-?-e protein localization transport transport
recognition
process process Ormone SIS . to organelle
stimulus
peptide transport
ositive
: rogesterone : —induci P ,
Proteolyslls prog regulation of | death-inducing regulation regulation
involved in receptor programmed signaling nuclear of eopase-conanng | OF Cellular
cellular protein signaling cell death complex division ' I empandiset | rotein
. eptide transport exosoma izati
catabolic process|  pathway assembly pep p " localization
secretion
cellular positive
Ras protein regulation
: , endosome _ response to ) : |
Wnt signaling at signal toki of immune | regulation of type spieen
organization : cytokine _
pathway g transduction szmulus effector |l interferon development response to UV
process roduction
p I . f rnnll ilation
iti regulation of type )
cellular p03|t|\(e sransmembrane : 9 yp. <ine response to UV
protein response to reglJ|aU0n DNA interleukin-1-mediated :‘r:ier}g/?r:rper(?r:ier:g interferon prOdUSH.ggluﬂetiC
e growth factor|of leukocyte [modification| *"™"°*™* | iinase signaling chordate process
stimulus | activation pathway embryonic S response to
development ymph node gamma radiation
innate immune development
Ce||u|al’ Anc regulation of
response response to positive o platelet—derived ositive
. . response 0 stress—activated p
aCtlvatlng cell interleukin—-15 regulatlon of MAPK cascade L f.a°t°7 .
f t to ketone hemo oiesis receptor signaling regulatlon Of :
surface receptor P pathway phosphorylation positive regulation of cell
signaling pathway , cycle process
lati hosphorylation RSO e F
regulation | , :
- - fg il mitochondrial protein P P y viral‘release
m IV I r Interleukin—15-mediate 0 Ce u ar i i i
X ;t esicu [c’;ll e bl me?:tglic mltofzt;:)onndrlal N regulation of  fo o hast cell y o
. negative regulation o
gy ElsEEel) orocess glycosylation| phosphorus of cell—cell d I I'? i
rocess i . cell proliferation
p metabolic process | adhesion




