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Figure S1. Plot of the classical and robust MSD), = E 1000 for each of the 698 genotypes

=1
for the null scenario (1st stage)
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Figure S2. Boxplots of the 1000 classical and robust estimated block (02,), replicate (02) and

residual variances (02) for the null scenario (1st stage)
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Figure S3: Histograms of the classical and robust Standard and Smith’s weights for the null scenario
(1st stage)
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Figure S4. Plots of classical and robust MSDL = Z %O'Léd)

=1
the random contamination scenarios (1st stage)
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for each of the 698 genotypes for
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Figure S9. Histograms of the classical and robust Standard’s weights for the random contamination
scenarios (1st stage)
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Figure S10. Histograms of the classical and robust Smith’s weights for the random contamination
scenarios (1st stage)
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Figure S11. Histograms of the classical and robust Standard’s weights for the block contamination
scenarios (1st stage)
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Block Scenarios
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Figure S19. Boxplots of estimated predictive accuracies (PA) computed by method M5 for the block and random contamination

scenarios (3rd stage)
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scenarios (3rd stage)



