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Figure. S1 OPLS-DA score plots generated from OPLS-DA models and different metabolites (DMs) between two time-points. The parameters for the classification were R2Y = 0.98 and Q2Y = 0.99, which were stable and good to fitness and prediction.

[image: ]
Figure. S2 Permutation test was proceeded in order to further validate the model. The R and Q intercept values were 0.35 and -1.25 after 200 permutations. The low values of Q intercept indicate the robustness of the models, and thus show a low risk of over fitting and reliable.

[image: D:\詹栎\南方合同\2018\2018\上海项目交接to詹栎-20190121\MWXS-18-718-阿趣6个丝状真菌类黄酮代谢组检测技术服务合同20181204\MWXS-18-718_阿趣6个丝状真菌类黄酮代谢组检测结果_20190123\MWXS-18-718_pca.png]
Figure S3. The PCA results show that the quality control samples have good repeatability, and the sample mass spectrometry monitoring analysis is stable, and the data repeatability and credibility are high
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[bookmark: _GoBack]Figure. S4 Heatmap of the correlations among samples
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