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Additional File 28: VviERF6L gene expression in CS and SG pericarp over berry
development across vineyards and years. Log2(RMA-normalized signal intensity+1) gene
expression of 12 VviERF6Ls from Cabernet Sauvignon (CS (dark)) and Sangiovese (SG (light))
berry pericarp from three vineyards located in Bolgheri, Montalcino, and Riccone Italy in 2011
and 2012 over pea-size (PS), pre-veraison (PV), mid-ripening (MR), and fully ripened (FR)
stages of development; mean ± SE.


