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Additional File 7: Cabernet Sauvignon
(CS) VviERF6L protein motif logos.
Protein motif logos of CS VviERF6Ls
determined by MEME. X-axis represents
relative residue position in motif. Y-axis
letter height (bits) indicates relative
frequency of a residue at a given position
in the motif across the VviERF6L proteins.
Left side colors corresponding to PN40024
motifs based on percent identity.
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