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[bookmark: _Hlk34774999][bookmark: _Hlk32268266]Additional file 11 Correlation between 5-methylcytosines methylation in different genic regions and gene expression in primary stems (PS), transitional stems (TS), and secondary stems (SS) of poplar. (A), (B), and (C) represent CG, CHG, and CHH DNA methylation contexts, respectively. The regions of promoter, gene body, and 2kb downstream regions were split on the x-axis to investigate the Spearman rank correlation (y-axis) between levels of methylation and expression. Rho > 0 means positive correlation, and rho < 0 means negative correlation. 
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