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NFBTVSJOH�UIF�HFOPNJD�EJTUBODFT�PG�BMM�JTPMBUFT�BOE�CVJMEJOH�UIF�EJTUBODF�NBUSJY��5IF�TDBMF�CBS�EFQJDUT� 
B�.BTI�EJTUBODF�PG�����(A MASH distance of 0.05 corresponds to ~ANI of 95%, or ~70% DNA-DNA 
reassociation, a historical  approximation for bacterial species definition [Ondov et al. 2016] ”.




