
  
 

 

 

Additional File 3 – Putative biological process and molecular function of the predicted 
nonorthologous proteins identified as unique to the non-pathogenic Fusarium oxysporum isolate 
(Fo 170) when compared to the pathogenic isolate of F. oxysporum f. sp. koae (Fo koae 44). 
Function based on gene ontology (GO) terms.    

  


