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Additional file 3 Cluster of Orthologous Genes (COG) classification of differentially expressed genes of uterus in aged hen group (72 wk of age) relative to young hen group (42 wk of age).
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COG Function Classification of Consensus Sequenc

15+ [ A: RNA processing and modification [0~0%]

| |B: Chromatin structure and dynamics [0~0%]

C: Energy production and conversion [0~0%]

|| D: Cell eycle control, cell division, chromosome partitioning [0~0%]
E: Amino acid transport and metabolism [6~12.77%]

|1 F: Nucleotide transport and metabolism [1~2.13%]

G: Carbohydrate transport and metabolism [3~6.38%]

I H: Coenzyme transport and metabolism [1~2.13%]

Frequency

10+ I: Lipid transport and metabolism [1~2.13%]
J: Translation, ribosomal structure and biogenesis [0~0%]
K: Transription [0~0%]
L: Replication, recombination and repair [0~0%]
M: Cell wallimembranefenvelope biogenesis [0~0%]
N: Cell motility [0~0%)]
0 Postiranslational modification, protein tumover, chaperones [4~8.51%]
5 P: Inorganic ion transport and metabolism [3~6.38%]
[ : Secondary metabolites biosynthesis, transport and catabolism [5~10.64%]
| R: General function prediction only [15~31.91%]
S: Function unknown [1~2.13%]
| T: Signal transduction mechanisms [2~4.26%]
U: Intracellular trafficking, secretion, and vesicular transport [0~0%]
| V: Defense mechanisms [1~2.13%]
W Extracellular structures [0~0%]
oA : Nuclear structure [0~0%]

| Z: Gytoskeleton [4~8.51%]





