Additional File 3A: Probes used for northern blotting validation of Azospirillum brasilense sRNAs in this study.

	sRNA candidate
	Probe Sequence

	AbSp_4
	ACCTCGCCCACTTCCCTTAGCTTGGGAGCAGCATTCGAACCCTTCG

	AbSp_22
	GGACCACCAGTACCGCTCCGAGGGTTGTGGGCTAGGGTAAGGCTTGA

	AbSp_13
	CGTCGGCATTGCTCAAAGCCGAGCCCAGCAAGCAGGTCGGAGGGTG

	AbSp_153
	CAGTCAGTGGCGGCAATCCGCCGTTGCCGCTGGCCTCGTTGCAACAGCAACCGTTGATAACGTTACCGG

	AbSp_459
	AGTGCGAATAGTTCGCGCGCGAGATTGGTTGACTCGATGATCG

	AbSp_460
	AAGCAGTCCAGCGTTATTAGGGGTCCCGGCTATTAGAATCTGAGAGCCCTCGACAG

	AbSp_461
	CGCGGGCATCGAGTCGACCTATCTCGTGGTCTGATGCTTAGAC

	AbSp_462
	CTACCCACCGGCTCGCCAAATTCCGAGGTCAGAACTTTTGACCGCACCCCCGTTGAGGTGGCACCCAAGCTTAG

	AbSp_463
	GCCTAATCGAGTCAGCCATCTCGTCGCCTGACAATTAGGCGCACAGCGACCAAGCTCAGGTCGTAG

	AbSp_464
	GATCATCGAGTCAACCAATCTCGCGCGCGAACTATTCGCACTCCAGCCTC

	AbSp_466
	ACTGTTACGTTTCTGGCAGAGGAAAAGGCGTTAGTTTGTTCTTCTTTTACGGGAGCG

	AbSp_465
	ACACAAAATTTACCTACACGCTTAAGATAACAAACAATAGTCGCCAAAC
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