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Figure S.1. Comparison of the number of sequences and amplicon sequence variants (ASVs), retained at each bioinformatic filtering step for procedural samples (PSB, PBAL, OW, NCS)  collected from 14 participants (n=56). Setup 1 (2-step PCR; V3 V4 region), Setup 2 (2-step PCR; V4 region), Setup 3 (1-step PCR; V4 region).

image1.png
SASV 242 ‘seouanbos £0588€e ‘soldwes 1y

sojdwes SON AowWaY 9

SASY 242 'seouanbog 96E€6€e ‘soldwes g

wejuooaq Buisn PaILSP| SASY UBUIBILOD SAOWRY 'S

SASY £ ‘souanbag 00529€ ‘seiduwies es

UOEOYISSEID UO PasEq SASY 4Nl ¥

SASY £5¥ ‘seouanbeg 00885y ‘selduwies £s

SASY I[eWS 8rowey ‘g

SASY £90} ‘S80usnbas GS5159Y ‘Seidwes €5

HOUV3SA Buisn sesewiy) srowey Z

SASY 60} ‘S20uanbas 001959¥ ‘seidwes €5

2vava bussn esiouaq *1

‘seouanbag g8eeLL9 ‘seidwes 9g

€dmes

SASY 682 ‘seouanbes /0E6E12 ‘sejdwes 2y

sojdues SON 8A0weY ‘9

SASV 682 ‘1621712 ‘saldues 95

wejuooaq Buisn PeyALSP| SASY IUBUILIEIUOD BAOWSY 'S

SASY 29¥ ‘seouanbag £602ev2 ‘sejdwes 95

UONEOYISSEID UO PasEg SASY ol

SASY 109 ‘seousnbas £8v9€SZ ‘sejdwes 9

SASY I[eWS arowaY ‘g

SASY 028 ‘Seousnbas 81229z ‘seldwes 95

HOHV3SA Buisn sesewiyo enowsy g

SASV 168 ‘S90usnbas 966£292 ‘saldwes 95

2vava buisn esiousq “L

seousnbas 0809.28 ‘Seldwes 95

2 dmes

SASV £5€ ‘sa0uanbog 022e2se ‘seldwes 2y

sojdwes SON oAowaY ‘9

SASV p9€ ‘seouanbog /80evse ‘selduies 95

wejuo0aq BuIsn PeURUSP| SASY IUBUILIBIUOD BAOWSY 'S

SASY 589 ‘saouanbas 0yv8E0Y ‘se|dwes 95

UONEOYISSEI) UO Paseg SASY Jelld

SASV G2L ‘sa0usnbag gezesoy ‘salduies 95

SASY IlewS arowsy '€

SASV 001 ‘seouenbes L0689LY ‘Seldwes 95

HOHV3SA Buisn sesewiyo enowey g

SASV 88L€ 's80uanbag /55161y ‘Seidwes 95

2vava buisn esioueq *1

sa0usNbag 5056258 ‘seldwes 95

1 dmies




