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Acinetobacter_pittii    Avg bootstrap= 89.1    n= 34
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Actinobacillus_pleuropneumoniae    Avg bootstrap= 98.2    n= 15
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Aeromonas_hydrophila    Avg bootstrap= 58.2    n= 29
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Aggregatibacter_actinomycetemcomitans    Avg bootstrap= 99.8    n= 20
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Bacillus_amyloliquefaciens    Avg bootstrap= 97    n= 31

● ● ● ●

● ●●

●

● ● ● ●● ● ● ●● ●● ● ●●● ●● ● ●

●

●● ●●●● ●

●

● ●●● ● ●●●

●●

●● ●● ●● ●●●●●●●●●●

●

●●● ●●● ●●

●

● ●●●

●

●● ●

●

●●● ●●●●● ●

●

●● ●●●●

●

●●

●

0

25

50

75

100

0 1 2 3
r/m

TT
S

Bacillus_coagulans    Avg bootstrap= 97.5    n= 15
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Bacillus_licheniformis    Avg bootstrap= 88.3    n= 15
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Bacillus_methylotrophicus    Avg bootstrap= 96.6    n= 24
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Bacillus_pumilus    Avg bootstrap= 88.8    n= 26
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Bifidobacterium_bifidum    Avg bootstrap= 64.1    n= 19
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Bifidobacterium_breve    Avg bootstrap= 62.7    n= 26
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Bifidobacterium_longum    Avg bootstrap= 62.2    n= 40
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Bordetella_bronchiseptica    Avg bootstrap= 72.6    n= 40
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Bordetella_pertussis    Avg bootstrap= 51.1    n= 32
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Borrelia_burgdorferi    Avg bootstrap= 94    n= 14
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Brachyspira_hyodysenteriae    Avg bootstrap= 65.9    n= 19
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Bradyrhizobium_japonicum    Avg bootstrap= 100    n= 17

●

●
●

●

●

● ●

●

●

●

●

●

●

●

●

●

● ●

●●

●

●

●

●

●

●

●

●

●

●

●

● ●

● ●

●

●

●

●

●

●

●

●

●

●

●

●

●
●

●

●

●

●

●

●

●

●

●

●

●

●●

●

●

●

●

●

●

●

●●

●

●●●

●

●

●

●● ● ●

●

●

●

●

●

● ●

●

●

●

●

●

●

●

●

●

●

●
●

0

25

50

75

100

0.0 0.2 0.4
r/m

TT
S

Brucella_abortus    Avg bootstrap= 93.8    n= 39
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Brucella_melitensis    Avg bootstrap= 96.5    n= 25
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Brucella_suis    Avg bootstrap= 91.7    n= 21
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avg bootstrap=89.1, n=34

Acinobacillus pleuropneumoniae
avg bootstrap=98.2, n=15

Bacillus amyloliquefaciens
avg bootstrap=97, n=31

Bacillus coagulans
avg bootstrap=97.5, n=15

Bacillus licheniformis
avg bootstrap=88.3, n=15

Bacillus methylotrophicus
avg bootstrap=96.6, n=24

Bifidobacterium longum
avg bootstrap=62.2, n=40

Bifidobacterium breve
avg bootstrap=62.7, n=26

Bifidobacterium bifidum
avg bootstrap=64.1, n=19

Bacillus pumilus
avg bootstrap=88.8, n=26

Brachyspira hyodysenteriae
avg bootstrap=65.9, n=19

Borrelia burgdorferi
avg bootstrap=94, n=14

Bordetella pertussis
avg bootstrap=51.1, n=32

Borsetella bronchiseptica
avg bootstrap=72.6, n=40

Aeromonas hydrophilia
avg bootstrap=58.2, n=29

Aggregatibacter actinomycetemcomitans
avg bootstrap=99.8, n=20
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avg bootstrap=96.5, n=25

Brucella abortus
avg bootstrap=93.8, n=39

Bradyrhizobuim japonicum
avg bootstrap=100, n=17 
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Burkholderia_cenocepacia    Avg bootstrap= 82.2    n= 21
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Burkholderia_multivorans    Avg bootstrap= 91.1    n= 27
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Burkholderia_stagnalis    Avg bootstrap= 83.4    n= 24
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Burkholderia_territorii    Avg bootstrap= 75.6    n= 25
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Burkholderia_vietnamiensis    Avg bootstrap= 66.8    n= 29
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Campylobacter_fetus    Avg bootstrap= 99.8    n= 22
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Chlamydia_psittaci    Avg bootstrap= 97.3    n= 17
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Chlamydia_trachomatis    Avg bootstrap= 79    n= 68
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Citrobacter_freundii    Avg bootstrap= 95.1    n= 22
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Clostridium_perfringens    Avg bootstrap= 95.7    n= 15
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Comamonas_testosteroni    Avg bootstrap= 99.9    n= 20
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Corynebacterium_diphtheriae    Avg bootstrap= 96.7    n= 18
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Corynebacterium_pseudotuberculosis    Avg bootstrap= 89.2    n= 26
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Dehalococcoides_mccartyi    Avg bootstrap= 98.7    n= 15
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Enterobacter_asburiae    Avg bootstrap= 89.5    n= 35
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Enterobacter_hormaechei    Avg bootstrap= 77.2    n= 39
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Escherichia_albertii    Avg bootstrap= 93.1    n= 31
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Fusobacterium_nucleatum    Avg bootstrap= 95.6    n= 30
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Gallibacterium_anatis    Avg bootstrap= 73.3    n= 21
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Gardnerella_vaginalis    Avg bootstrap= 98.2    n= 25
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Burkholderia territorii
avg bootstrap=75.6, n=25

Burkholderia stagnalis
avg bootstrap=83.4, n=24

Burkholderia multivorans
avg bootstrap=91.1, n=27

Burkholderia cenocepacia
avg bootstrap=82.2, n=21

Chlamydia trachomatis
avg bootstrap=79, n=68

Chlamydia psittaci
avg bootstrap=97.3, n=17

Campylobacter fetus
avg bootstrap=99.8, n=22

Burkholderia vietnamiensis
avg bootstrap=66.8, n=29 

Corynebacterium doptheriae
avg bootstrap=96.7, n=18

Comamonas testosteroni
avg bootstrap=99.9, n=20

Clostridium perferingens
avg bootstrap=95.7, n=15

Citrobacter freundii
avg bootstrap=95.1, n=22 

Enterobacter hormaechei
avg bootstrap=77.2, n=39

Enterobacter asburiae
avg bootstrap=89.5, n=35

Dehalococcoides mccartyi
avg bootstrap=98.7, n=15

Bradyrhizobuim japonicum
avg bootstrap=100, n=17 

Gardnerella vaginalis
avg bootstrap=98.2, n=35

Gallibacterium anatis
avg bootstrap=73.3, n=21

Fusobacterium nucleatum
avg bootstrap=95.6, n=30

Escherichia albertii
avg bootstrap=93.1, n=31 
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Haemophilus_parainfluenzae    Avg bootstrap= 99.3    n= 15
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Kingella_kingae    Avg bootstrap= 98.6    n= 41
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Lactobacillus_casei    Avg bootstrap= 90    n= 24
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Lactobacillus_crispatus    Avg bootstrap= 99.5    n= 20
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Lactobacillus_delbrueckii    Avg bootstrap= 96.9    n= 19
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Lactobacillus_fermentum    Avg bootstrap= 98.3    n= 15
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Lactobacillus_helveticus    Avg bootstrap= 98.5    n= 15
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Lactobacillus_kunkeei    Avg bootstrap= 91.8    n= 15
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Lactobacillus_paracasei    Avg bootstrap= 93.9    n= 36
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Lactobacillus_plantarum    Avg bootstrap= 89.3    n= 43
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Lactobacillus_rhamnosus    Avg bootstrap= 96.6    n= 30
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Lactococcus_lactis    Avg bootstrap= 92.7    n= 55
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Leptospira_borgpetersenii    Avg bootstrap= 96.8    n= 15
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Leptospira_kirschneri    Avg bootstrap= 98.1    n= 20
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Leptospira_noguchii    Avg bootstrap= 85.8    n= 15
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Leptospira_santarosai    Avg bootstrap= 81.7    n= 30
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Leptospira_weilii    Avg bootstrap= 97.6    n= 14
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Leuconostoc_mesenteroides    Avg bootstrap= 98.6    n= 15
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Methanosarcina_mazei    Avg bootstrap= 97    n= 25
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Microcystis_aeruginosa    Avg bootstrap= 99.8    n= 16
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Lactobacillus crispatus
avg bootstrap=99.5, n=20

Lactobacillus casei
avg bootstrap=90, n=24

Kingella kingae
avg bootstrap=98.6, n=41

Haemophilus parainfluenzae
avg bootstrap=99.3, n=15 

Lactobacillus kunkeei
avg bootstrap=91.8, n=15

Lactobacillus helveticus
avg bootstrap=98.5, n=15

Lactobacillus fermentum
avg bootstrap=98.3, n=15

Lactobacillus delbrueckii
avg bootstrap=96.9, n=19 

Lactococcus lactis
avg bootstrap=92.7, n=55

Lactobacillus rhamnosus
avg bootstrap=96.6, n=30

Lactobacillus plantarum
avg bootstrap=89.3, n=43

Lactobacillus paracasei
avg bootstrap=93.9, n=36 

Leptospira santarosai
avg bootstrap=81.7, n=30

Leptospira noguchii
avg bootstrap=85.8, n=15

Leptospira kirschneri
avg bootstrap=98.1, n=20

Leptospira borgpetersenii
avg bootstrap=96.8, n=15 

Microcystis aeruginosa
avg bootstrap=99.8, n=16

Methanosarcina mazei
avg bootstrap=97, n=25

Leuconostoc mesenteroides
avg bootstrap=98.6, n=15

Leptospira weilii
avg bootstrap=97.6, n=14 
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Moraxella_catarrhalis    Avg bootstrap= 65.2    n= 19
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Morganella_morganii    Avg bootstrap= 99.8    n= 15
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Mycobacterium_abscessus    Avg bootstrap= 89.7    n= 42
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Oenococcus_oeni    Avg bootstrap= 98.9    n= 36
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Paenibacillus_polymyxa    Avg bootstrap= 99.9    n= 19
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Pasteurella_multocida    Avg bootstrap= 94.1    n= 27
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Porphyromonas_gingivalis    Avg bootstrap= 82.9    n= 17
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Propionibacterium_freudenreichii    Avg bootstrap= 90.6    n= 19
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Proteus_mirabilis    Avg bootstrap= 75.7    n= 32
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Pseudomonas_amygdali    Avg bootstrap= 92.8    n= 27
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Pseudomonas_chlororaphis    Avg bootstrap= 93.8    n= 15
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Pseudomonas_denitrificans    Avg bootstrap= 100    n= 14
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Salinispora_arenicola    Avg bootstrap= 85.5    n= 38
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Salinispora_pacifica    Avg bootstrap= 98.7    n= 32
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Staphylococcus_warneri    Avg bootstrap= 94.8    n= 15
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Streptococcus_anginosus    Avg bootstrap= 97.3    n= 18
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Streptococcus_dysgalactiae    Avg bootstrap= 99.1    n= 13
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Streptococcus_gordonii    Avg bootstrap= 91.6    n= 18
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Streptococcus_oralis    Avg bootstrap= 90.3    n= 27
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Streptococcus_parasanguinis    Avg bootstrap= 79.4    n= 24
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Oenococcus oeni
avg bootstrap=98.9, n=36

Mycobacterium abscessus
avg bootstrap=89.7, n=42

Morganella morganii
avg bootstrap=99.8, n=15

Moraxella catarrhalis
avg bootstrap=65.2, n=19 

Propionibacterium freudenreichii
avg bootstrap=90.6, n=19

Porphyromonas gingivalis
avg bootstrap=82.9, n=17

Pasteurella multocida
avg bootstrap=94.1, n=27

Paenibacillus polymyxa
avg bootstrap=99.9, n=19 

Pseudomonas denitrificans
avg bootstrap=100, n=14

Pseudomonas chlororaphis
avg bootstrap=93.8, n=15

Pseudomonas amygdali
avg bootstrap=92.8, n=27

Proteus mirabilis
avg bootstrap=75.7, n=32 

Streptococcus anginosus
avg bootstrap=97.3, n=18

Staphylococcus warneri
avg bootstrap=94.8, n=15

Salinispora pacifica
avg bootstrap=98.7, n=32

Salinispora arenicola
avg bootstrap=85.5, n=38

Streptococcus parasanguinis
avg bootstrap=79.4, n=24

Streptococcus oralis
avg bootstrap=90.3, n=27

Streptococcus gordonii
avg bootstrap=91.6, n=18

Streptococcus dysgalactiae
avg bootstrap=99.1, n=13 
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Streptococcus_pseudopneumoniae    Avg bootstrap= 97    n= 34
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Streptococcus_pyogenes    Avg bootstrap= 79.1    n= 33
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Streptococcus_salivarius    Avg bootstrap= 99.8    n= 15
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Streptococcus_sanguinis    Avg bootstrap= 92.4    n= 27
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Streptococcus_sobrinus    Avg bootstrap= 99.7    n= 21
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Tropheryma_whipplei    Avg bootstrap= 94.4    n= 17
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Vibrio_alginolyticus    Avg bootstrap= 80.2    n= 15
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Vibrio_campbellii    Avg bootstrap= 77.8    n= 15
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Vibrio_cyclitrophicus    Avg bootstrap= 70.3    n= 18
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Vibrio_harveyi    Avg bootstrap= 65.5    n= 26
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Vibrio_splendidus    Avg bootstrap= 92.9    n= 19
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Vibrio_vulnificus    Avg bootstrap= 90.5    n= 30
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Xanthomonas_campestris    Avg bootstrap= 100    n= 22
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Xanthomonas_citri    Avg bootstrap= 97.5    n= 38
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Xanthomonas_oryzae    Avg bootstrap= 99.9    n= 18
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Xanthomonas_perforans    Avg bootstrap= 88.4    n= 17
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Xylella_fastidiosa    Avg bootstrap= 99.1    n= 18
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Yersinia_frederiksenii    Avg bootstrap= 89.6    n= 22
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Yersinia_pestis    Avg bootstrap= 94.2    n= 22
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Yersinia_pseudotuberculosis    Avg bootstrap= 97.9    n= 33
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Streptococcus sanguinis
avg bootstrap=92.4, n=27

Streptococcus salivarius
avg bootstrap=99.8, n=15

Streptococcus pyogenes
avg bootstrap=79.1, n=33

Streptococcus pseudopneumoniae
avg bootstrap=97, n=34 

Vibrio campbellii
avg bootstrap=77.8, n=15

Vibrio alginolyticus
avg bootstrap=80.2, n=15

Trophermya whipplei
avg bootstrap=94.4, n=17

Streptococcus sobrinus
avg bootstrap=99.7, n=21

Vibrio vulnificus
avg bootstrap=90.5, n=30

Vibrio splendidus
avg bootstrap=92.9, n=19

Vibrio harveyi
avg bootstrap=65.5, n=26

Vibrio cyclitrophicus
avg bootstrap=70.3, n=18

Xanthomonas perforans
avg bootstrap=88.4, n=17

Xanthomonas oryzae
avg bootstrap=99.9, n=18

Xanthomonas citri
avg bootstrap=97.5, n=38

Xanthomonas campestris
avg bootstrap=100, n=22

Yersinia pseudotuberculosis
avg bootstrap=97.9, n=33

Yersinia pestis
avg bootstrap=94.2, n=22

Yersinia frederiksenii
avg bootstrap=89.6, n=22

Xylella fastidiosa
avg bootstrap=99.1, n=18 


