Table S2: Core gene SNP distances between strains harboring the longer PrfA
variant

CDL65 P06_14 Ro05 Ro07 Ro09 Rol15
CDL65 0 173 193 229 177 368
P06_14 173 0 176 212 130 350
Ro05 193 176 0 162 144 303
Ro07 229 212 162 0 180 290
Ro09 177 130 144 180 0 313

Ro15 368 350 303 290 313 0




